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<160> 56 

<170> PERL Program 

<210> 1 
<211> 367 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 1681724CD1 



<400> 1 




























Met 


Ala 


Thr 


Pro 


Asn 


Asn 


Leu 


Thr 


Pro 


Thr 


Asn 


Cys 


Ser 


Trp 


Trp 


1 








5 










10 










15 


Pro 


He 


Ser 


Ala 


Leu 
20 


Glu 


Ser 
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Ala 


Ala 
25 


Lys 


Pro 


Ala 


Glu 


Ala 
30 


Pro 


Asp 


Ala 


Pro 


Glu 

35 


Ala 


Ala 


Ser 


Pro 


Ala 
40 


His 


Trp 


Pro 


Arg 


Glu 
45 


Ser 


Leu 


Val 


Leu 


Tyr 
50 


His 


Trp 


Thr 


Gin 


Ser 
55 


Phe 


Ser 


Ser 


Gin 


Lys 
60 


Val 


Arg 


Leu 


Val 


He 
65 


Ala 


Glu 


Lys 


Gly 


Leu 
70 


Val 


Cys 


Glu 


Glu 


Arg 
75 


Asp 


Val 


Ser 


Leu 


Pro 
80 


Gin 


Ser 


Glu 


His 


Lys 
85 


Glu 


Pro 


Trp 


Phe 


Met 
90 


Arg 


Leu 


Asn 


Leu 


Gly 
95 


Glu 


Glu 


Val 


Pro 


Val 
100 


He 


He 


His 


Arg 


Asp 
105 


Asn 


lie 


He 


Ser 


Asp 
110 


Tyr 


Asp 


Gin 


He 


He 
115 


Asp 


Tyr 


Val 


Glu 


Arg 
120 


Thr 


Phe 


Thr 


Gly 


Glu 
125 


His 


Val 


Val 


Ala 


Leu 
130 


Met 


Pro 


Glu 


Val 


Gly 
135 


Ser 


Leu 


Gin 


His 


Ala 
140 


Arg 


Val 


Leu 


Gin 


Tyr 
145 


Arg 


Glu 


Leu 


Leu 


Asp 
150 


Ala 


Leu 


Pro 


Met 


Asp 
155 


Ala 


Tyr 


Thr 


His 


Gly 
160 


Cys 


He 


Leu 


His 


Pro 
165 
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Glu 


Leu 


Thr 


Thr 


Asp 
170 


lie 


Arg 


Arg 


His 


Leu 
185 


Asp 


His 


Glu 


Glu 


Glu 
200 


Gin 


Lys 


Lys 


Leu 


Met 
215 


Tyr 


Leu 


Lys 


Lys 


He 
23 0 


lie 


Glu 


Ala 


Glu 


Leu 
245 


Lys 


Cys 


Glu 


Leu 


Trp 
260 


Val 


Leu 


Leu 


Gly 


Ala 
275 


Ser 


Lys 


Lys 


Tyr 


Trp 
290 


Phe 


Phe 


Glu 


Arg 


Val 
305 


Gly 


Asp 


He 


His 


Thr 
320 


Phe 


Arg 


Leu 


Val 


Lys 
335 


Phe 


Leu 


Met 


Gly 


Ser 
350 


Tyr 


Leu 


Lys 


Lys 


Lys 
365 



<210> 2 
<211> 102 
<212> PRT 

<213> Homo sapiens 



Ser 


Met 


He 


Pro 


Lys 
175 


Ala 


Asn 


Ala 


Thr 


Thr 
190 


Pro 


Gin 


Leu 


Ser 


Glu 

1 A C 

ZUO 


Ala 


Lys 


He 


Leu 


Glu 

22 0 


Leu 


Gly 


Glu 


Leu 


Ala 
23 5 


Glu 


Lys 


Arg 


Lys 


Leu 
2 5 0 


Leu 


Cys 


Gly 


Cys 


Ala 
265 


Thr 


Leu 


His 


Arg 


Leu 
280 


Glu 


Asp 


Gly 


Ser 


Arg 

295 


Gin 


Arg 


Arg 


Phe 


Ala 
310 


Thr 


Leu 


Leu 


Ser 


Ala 

325 


Arg 


Lys 


Pro 


Pro 


Ser 
340 


Leu 


Gly 


Gly 


Met 


Gly 
355 


Tyr 


He 









Tyr 


Ala 


Thr 


Ala 


Glu 

loU 


Asp 


Leu 


Met 


Lys 


Leu 

1 Q c: 

17 J 


Pro 


Tyr 


Leu 


Ser 


Lys 


His 


Asp 


Asp 


Val 


Ser 

Z Z O 


Met 


Val 


Leu 


Asp 


Gin 


Glu 


Asn 


Glu 


Gly 


Gin 

ZOO 


Phe 


Thr 


Leu 


Ala 


Asp 

Z I U 


Lys 


Phe 


Leu 


Gly 


Leu 
Zoo 


Pro 


Asn 


Leu 


Gin 


Ser 

T A A 

JUL) 


Phe 


Arg 


Lys 


Val 


Leu 
31b 


Val 


He 


Pro 


Asn 


Ala 
330 


Phe 


Phe 


Gly 


Ala 


Ser 
345 


Tyr 


Phe 


Ala 


Tyr 


Trp 
360 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1718047CD1 



<400> 2 



Met 


Ala 


Leu 


Leu 


Lys 


Ala 


Asn 


Lys 


Asp 


Leu 


He 


Ser 


Ala 


Gly 


Leu 


1 








5 










10 










15 


Lys 


Glu 


Phe 


Ser 


Val 
20 


Leu 


Leu 


Asn 


Gin 


Gin 
25 


Val 


Phe 


Asn 


Asp 


Pro 
30 


Leu 


Val 


Ser 


Glu 


Glu 
35 


Asp 


Met 


Val 


Thr 


Val 
40 


Val 


Glu 


Asp 


Trp 


Met 
45 


Asn 


Phe 


Tyr 


lie 


Asn 
50 


Tyr 


Tyr 


Arg 


Gin 


Gin 
55 


Val 


Thr 


Gly 


Glu 


Pro 
60 


Gin 


Glu 


Arg 


Asp 


Lys 
65 


Ala 


Leu 


Gin 


Glu 


Leu 
70 


Arg 


Gin 


Glu 


Leu 


Asn 
75 


Thr 


Leu 


Ala 


Asn 


Pro 
80 


Phe 


Leu 


Ala 


Lys 


Tyr 
85 


Arg 


Asp 


Phe 


Leu 


Lys 
90 


Ser 


His 


Glu 


Leu 


Pro 
95 


Ser 


His 


Pro 


Pro 


Pro 
100 


Ser 


Ser 









<210> 3 
<211> 205 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1980323CD1 



<400> 3 

Met Ala Glu Pro Leu Gin Pro Asp Pro Gly Ala Ala Glu Asp Ala 
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1 








5 










Ala 


Ala 


Gin 


Ala 


Val 
20 


Glu 


Thr 


Pro 


Gly 


Ala 


Gly 


Pro 


Gin 


Pro 
35 


Gly 


Ser 


Tyr 


Glu 


Ala 


Lys 


Trp 


Val 


Ser 
50 


Thr 


Ser 


Val 


Glu 


Ala 


He 


Gin 


Thr 


Gly 
65 


Phe 


Thr 


Lys 


Leu 


Lys 


Asn 


Glu 


Lys 


Glu 
80 


Met 


Lys 


He 


Lys 


Ser 


Tyr 


Val 


Glu 


Pro 
95 


Gly 


Ser 


Gly 


Pro 


Thr 


He 


Ser 


Leu 


Tyr 
110 


He 


Pro 


Ser 


Glu 


Arg 


Pro 


Leu 


Glu 


Ser 
125 


Asp 


Val 


Phe 


He 


Thr 


Val 


Phe 


Val 


Arg 
140 


Ser 


Phe 


Asp 


Gly 


Asn 


Gin 


Glu 


Gin 


Leu 
155 


Leu 


Thr 


Leu 


Ala 


Gly 


Lys 


Val 


Phe 


Asp 
170 


Glu 


Lys 


Val 


Tyr 


Ser 


Pro 


Val 


Lys 


Leu 
185 


Leu 


Asn 


Arg 


Asn 


Gin 


Lys 


Asn 


Glu 


Pro 
200 


Thr 


Lys 


Glu 


Asn 



<210> 4 
<211> 120 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1990956CD1 

<400> 4 



Met 


Glu 


Ser Lys 


Glu 


Glu 


Leu 


Ala 


Ala 


1 






5 










Asn 


Ala 


Gin Gin 


Glu 
20 


Asn 


Glu 


Gly 


Gly 


Asn 


Glu 


Glu Glu 


Ser 
35 


Arg 


His 


Leu 


Gly 


Pro 


Gly 


Gly Asn 


He 
50 


Arg 


Arg 


Gly 


Arg 


Asn 


Phe 


Arg Trp 


Ala 
65 


He 


Pro 


Asn 


Arg 


Ala 


Arg 


Asp Asp 


Val 
80 


Glu 


Arg 


Phe 


Val 


Lys 


Arg 


Lys Thr 


Arg 
95 


Glu 


Gin 


Gin 


Met 


Gin 


Thr 


Pro Glu 


Pro 
110 


Asp 


Asn 


His 


Tyr 



<210> 5 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2009069CD1 



PCT/US00/25435 
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15 


Trp 


Lys 


Ala 


Pro 


Glu 


Asp 


25 










30 


He 


Arg 


His 


Tyr 


Gly 

Jr 


Pro 


40 










45 


Ser 


Met 


Asp 


Trp 


Asp 


Ser 


55 










60 


Asn 


Ser 


Tyr 


He 


Gin 


Gly 


70 










75 


Met 


Thr 


Ala 


Pro 


Val 


Thr 


85 










90 


Phe 


Ser 


Glu 


Ser 


Thr 


He 


100 










105 


Gin 


Gin 


Phe 


Asp 


Pro 


Pro 


115 










120 


Glu 


Asp 


Arg 


Ala 


Glu 


Met 


130 










135 


Phe 


Ser 


Ser 


Ala 


Gin 


Lys 


145 










150 


Ser 


He 


Leu 


Ara 


Glu 


Asp 


160 










165 


Tyr 


Thr 


Ala 


Gly 


Tyr 


Asn 


175 










180 


Asn 


Glu 


Val 


Trp 


Leu 


He 


190 










195 


Glu 












205 












Asn 


Asn 


Leu 


Asn 


Glv 


Glu 


10 










15 


Glu 


Gin 


Ala 


Pro 


Thr 


Gin 


25 










30 


Gly 


Gly 


Glu 


Glv 


Gin 


Lvs 


40 










45 


Val 


Arg 


Arg 


Leu 


Val 


Pro 


55 










60 


His 


He 


Glu 


His 


Asn 


Glu 


70 










75 


Gly 


Gin 


Met 


Met 


Glu 


He 


85 










90 


Arg 


His 


Tyr 


Met 


Arg 


Phe 


100 










105 


Asp 


Phe 


Cys 


Leu 


He 


Pro 


115 










120 
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<400> 5 





n-La 


Lys 


val 


Th r 

1 ilX 










5 




Glu 


His 


Thr 


Pro 










20 


Gly 


Lys 


1 liX 


Pro 


Arcr 
«x y 










35 


Leu 


Lys 


Thr 

X 1 IX 


Thr 


Arg 










SO 


Ser 


Gin 


Lys 


Ala 


Gly 










65 


Lys 


Ala 


Arg 


Gly 


Pro 










80 


Glu 


Lys 


Met 


Lys 


Lys 










95 


Ser 


Val 


Leu 







<210> 6 
<211> 308 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<223> Incyte ID No: 

<400> 6 

Met Ala Lys Met Glu 
1 5 
Leu Leu Ser Ala lie 
20 

Thr Ser Leu Leu Ser 
35 

Pro Lys Pro Leu Cys 
50 

Met Pro Val Ser Leu 
65 

Val Val Gin Tyr Asn 
80 

Arg Ser Phe Arg Ser 
95 

Glu Glu Pro Ala Leu 
110 

Ala Leu Arg Ser Ser 
125 

Arg Ser Phe lie Glu 
140 

Gly Leu Leu Glu Phe 
155 

Leu Arg Phe Gly Gly 
170 

Ser Pro Pro Leu Gly 
185 

Gly Asn Ala Asp His 
200 

Pro Ala Thr Asn Arg 
215 

Ala Gin Thr Glu Arg 
230 

Ser Pro Gly Asp Gly 
245 

Ser Asp Cys Gin Leu 
260 



Ser 


Glu 


Pro 


Gin 


Lys 
10 


Ser 


Thr 


Ser 


Ser 


Thr 
25 


Gin 


Arg 


Arg 


Ser 


Arg 
40 


Lys 


Al ^ 

r\ -L d 


Lys 


A rrf 


pro 

IT X KJ 

55 


Glu 


Thr 


Asn 


Thr 


Pro 
70 


He 


Leu 


Arg 


Gly 


Arg 
85 


Glu 


Glu 


Ala 


Asp 


Lys 
100 



2009435CD1 



Leu 


Ser 


Lys 


Ala 


10 


Leu 


Ser 


Met 


Leu 


Ser 
25 


Asn 


Tyr 


Trp 


Phe 


Val 
40 


Glu 


Lys 


Gly 


Leu 


Ala 
55 


Asp 


Gly 


Asp 


Thr 


Asn 
70 


Trp 


Glu 


Thr 


Gly 


Asp 
85 


Gly 


Met 


Trp 


Leu 


Ser 
100 


Leu 


His 


Pro 


Gin 


Ser 
115 


Gly 


Thr 


Ala 


Ala 


Ala 
130 


Leu 


Thr 


Pro 


Pro 


Ala 
145 


Ala 


Thr 


Leu 


Gin 


Gly 
160 


Lys 


Arg 


Leu 


Met 


Glu 
175 


Leu 


Cys 


Gly 


Lys 


Asn 
190 


Leu 


His 


Arg 


Thr 


Ser 
205 


Leu 


Ala 


Thr 


His 


Trp 

220 


Leu 


Cys 


Cys 


Cys 


Phe 

235 


Gly 


Pro 


His 


Asp 


Val 

250 


Gly 


Ser 


Arg 


Arg 


Leu 
265 
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Pro 


Asn 


Glu 


Asp 


Val 










15 


Lys 


Glv 


Arg 


Lys 


Lys 










30 


Ser 


Glv 


Val 


Lys 


Gly 










45 


Leu 


Arg 


Gly 


Ser 


Ser 










60 


Ala 


Gly 


Lys 


Pro 


Lys 










75 


Tyr 


His 


Arg 


Leu 


Lys 










90 


Glu 


Gin 


Ser 


Glu 


Thr 










105 


Del 


oiy 


uin 


Arg 


fH r 

1 X AX 












Leu 


Ser 


irixe 




1 ill 












\j _i_y 


i nr 


J n 


Lys 


val 












AT a 


Lys 






Asp 










60 


i xix 


oci 


1 I IX 


rz 1 n 

VjXII 


ulU 










75 


A co 


A m 


Phe 


Ser 












90 




Glu 


Glu 


Thr 
i in 


val 










1 ftS 


HP r*Y"S 


Xj_y to 


U1U 


Sri ItS 


A ttv 










12 0 


XJ_y is 


Hi \y 
uiy 




A Y~fT 


V_yto 










X _> _) 


Lys 


Arg 


Gly 


Glu 


xjy to 










1 J w 


Pro 


K-y to 


His 


Pro 


Thr 










165 


Lys 


Ala 


Ser 


Leu 


Pro 










180 


Pro 


Met 


Val 


lie 


Pro 










195 


He 


His 


Gin 


Leu 


Pro 










210 




-fc X 


v_y to 














225 


Leu 


Cys 


Pro 


Val 


Arg 










240 


Phe 


Thr 


Ser 


Leu 


Pro 










255 


Glu 


Thr 


Thr 


Cys 


Leu 










270 
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Glu Leu Trp Leu Gly Leu Leu His 
275 

Leu His Gly Val Gly Cys His His 
290 

Gly Ala Gly Val Gin Val Gin Ala 
305 

<210> 7 
<211> 116 
<212> PRT 

<213> Homo sapiens 



Gly Leu Ala Leu Leu His Leu 
280 285 

Leu Gin His Val His Gin Asp 
295 300 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2027937CD1 



<400> 7 



Met 


Ser 


Phe 


Ser 


Glu 


Gin 


Gin 


Cys 


Lys 


Gin 


Pro 


Cys 


Val 


Pro 


Pro 


1 








5 










10 










15 


Pro 


Cys 


Leu 


Pro 


Lys 
20 


Thr 


Gin 


Glu 


Gin 


Cys 
25 


Gin 


Ala 


Lys 


Ala 


Glu 
30 


Glu 


Val 


Cys 


Leu 


Pro 
35 


Thr 


Cys 


Gin 


His 


Pro 
40 


Cys 


Gin 


Asp 


Lys 


Cys 
45 


Leu 


Val 


Gin 


Ala 


Gin 
50 


Glu 


Val 


Cys 


Leu 


Ser 
55 


Gin 


Cys 


Gin 


Glu 


Ser 
60 


Ser 


Gin 


Glu 


Lys 


Cys 
65 


Pro 


Gin 


Gin 


Gly 


Gin 
70 


Glu 


Pro 


Tyr 


Leu 


Pro 
75 


Pro 


Cys 


Gin 


Asp 


Gin 
80 


Cys 


Pro 


Pro 


Gin 


Cys 
85 


Ala 


Glu 


Pro 


Cys 


Gin 
90 


Glu 


Leu 


Phe 


Gin 


Thr 
95 


Lys 


Cys 


Val 


Glu 


Val 
100 


Cys 


Pro 


Gin 


Lys 


Val 
105 


Gin 


Glu 


Lys 


Cys 


Ser 
110 


Ser 


Pro 


Gly 


Lys 


Gly 
115 


Lys 











<210> 8 
<211> 1253 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> Incyte ID No: 2722347CD1 



<400> 8 
Met Thr Thr 
1 

Leu Leu Glu 
Pro Pro Pro 
Phe Glu Asp 
Glu Gin Ala 
Gly His Glu 
Arg Ala lie 
Glu lie Tyr 
Lys Leu Met 
Phe Cys Ser 
Asp Phe Val 



His Val Thr 
5 

Glu Leu Pro 
20 

Ser Ser lie 
35 

Arg Asn Ala 
50 

Thr Val His 
65 

Tyr Ala Val 
80 

Pro Gin Val 
95 

Glu Lys Thr 

110 
Lys Phe Met 

125 

Glu Val Lys 
140 

Ser Glu Ala 



Leu Glu Asp 
Leu Pro Asp 
Met Tyr Gin 
Phe Val Thr 
Ser Ser Met 
Met Leu Tyr 
Lys Cys Asn 
Val Glu Val 
Tyr Phe Gin 
Arg Leu Cys 
Tyr Leu Leu 



Ala Leu Ser 
10 

Gin Gin Pro 
25 

Ala Asn Phe 
40 

Gly lie Ala 
55 

Asn Glu Met 
70 

Thr Trp Arg 
85 

Glu Gin Pro 
100 

Leu Glu Pro 
115 

Arg Lys Ala 
130 

His Ala Glu 
145 

Thr Leu Gly 



Asn 


Val 


Asp 






15 


Cys 


He 


Glu 






30 


Asp 


Thr 


Asn 






45 


Arg 


Tyr 


He 






60 


Leu 


Glu 


Glu 






75 


Ser 


Cys 


Ser 






90 


Asn 


Arg 


Val 






105 


Glu 


Val 


Thr 






120 


lie 


Glu 


Arg 






135 


Arg 


Arg 


Lys 






150 


Lys 


Phe 


He 
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Asn Met Phe 
Val Lys Asn 
Arg Lys Met 
Ser Met Phe 
Gin Gin Leu 
lie Val Asn 
Thr Pro Ser 
Leu Tyr Leu 
Ala Lys Lys 
Gin Leu Gin 
Ala Arg Tyr 
Lys Trp Thr 
Cys Glu Gin 
Ser Glu Leu 
Gly Leu Asp 
Asp Leu Ala 
His Val Met 
Lys Phe Cys 
Arg Ala Thr 
Val Glu Val 
Arg Met Glu 
Ala Ala Leu 
Arg Gin Ala 
Gin Ala lie 
Pro Pro Asn 
Gly Phe Asp 
Thr Gin Leu 
Asp Lys Ser 
Pro lie Val 
Phe Thr His 
Asp Leu Ser 





155 




Ala 


Val 


Leu 




170 




Asp 


His 


Ser 




185 




Ala 


Asp 


Pro 




200 




Leu 


Ala 


Asn 




215 




Glu 


Val 


He 




230 




He 


Cys 


Val 




245 




Glu 


Lys 


His 




260 




Met 


Asp 


Gly 




275 




Arg 


He 


Asn 




290 




Val 


Val 


Pro 




305 




He 


Lys 


Thr 




320 




Cys 


Thr 


Gin 




335 




Met 


Val 


Gin 




350 




Ala 


Arg 


Tyr 




365 




Ser 


Gin 


Lys 




380 




Leu 


Arg 


Gly 




395 




Glu 


Val 


Tyr 




410 




Asn 


Lys 


Asp 




425 




Arg 


Tyr 


Asn 




440 




He 


Ala 


Met 




455 




Ser 


Val 


Phe 




470 




Gin 


Asp 


Phe 




485 




Val 


Arg 


Lys 




500 




Arg 


Lys 


Thr 




515 




Asp 


Pro 


Cys 




530 




He 


Lys 


Val 




545 




Tyr 


Met 


Val 




560 




Gly 


Ser 


Lys 




575 




Leu 


Ala 


He 




590 




Leu 


Leu 


Asn 




605 




Gin 


Leu 


Trp 




620 





Asp Glu Leu 
Ala Tyr Lys 
Gin Ser He 
His Asn Arg 
Pro Gly Tyr 
Asp Tyr Tyr 
Met Leu Leu 
Asn Val Ser 
Leu Ser Lys 
Leu Phe Gly 
Ser Ala His 
Ser Ser He 
He Arg Asp 
Ser Asn Ser 
Ser Asp Glu 
Leu Gin Leu 
Ser Trp Lys 
Cys Pro Gly 
Tyr Thr Ser 
He Lys Gly 
Asn Gin Ala 
Ala Gin Val 
Lys Lys Asn 
He Cys Asp 
Leu Arg Gly 
Pro Arg Arg 
Arg Thr Met 
Lys Thr Leu 
Glu Asp Phe 
He Ser Glu 
Phe Arg Glu 



160 






Lys 


Asn 


Met 


175 






Arg 


Ala 


Ala 


190 






Gin 


Glu 


Ser 


205 






He 


Thr 


Gin 


220 






Glu 


Glu 


Leu 


235 






Glu 


Asn 


Lys 


250 






Lys 


Val 


Met 


265 






Asn 


He 


Tyr 


280 






He 


Asp 


Lys 


295 






Asp 


Met 


Gin 


310 






Tyr 


Glu 


Glu 


325 






Ser 


Pro 


Gin 


340 






Asp 


His 


He 


355 






Glu 


Val 


Val 


370 






Glu 


Tyr 


Arg 


385 






Leu 


Ser 


Lys 


400 






Leu 


Val 


His 


415 






Thr 


Ala 


Glu 


430 






Glu 


Glu 


Lys 


445 






Leu 


Gin 


Val 


460 






He 


Arg 


Asn 


475 






Thr 


Leu 


Arg 


490 






Val 


Leu 


He 


505 






Trp 


Glu 


Gly 


520 






Glu 


Lys 


Asp 


535 






Ala 


Val 


Gly 


550 






Leu 


Glu 


Ser 


565 






Arg 


Ser 


Ser 


580 






His 


Lys 


Gin 


595 






Ala 


Leu 


Gin 


610 






Phe 


Phe 


Leu 


625 
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165 


Lys 


Cys 


Ser 






180 


Gin 


Phe 


Leu 






195 


Gin 


Asn 


Leu 






210 


Cys 


Leu 


His 






225 


Leu 


Ala 


Asp 






240 


Met 


Tyr 


Leu 






255 


Gly 


Phe 


Gly 






270 


Lys 


Leu 


Asp 






285 


Phe 


Phe 


Lys 






300 


He 


Glu 


Leu 






315 


Asn 


Lys 


Ser 






330 


Tyr 


Asn 


He 






345 


Arg 


Phe 


He 






360 


Thr 


Gly 


Ser 






375 


Glu 


Leu 


Phe 






390 


Trp 


Ser 


Ala 






405 


Pro 


Thr 


Asp 






420 


Glu 


Tyr 


Glu 






435 


Phe 


Ala 


Phe 






450 


Leu 


Met 


Gly 






465 


Thr 


He 


Tyr 






480 


Glu 


Pro 


Leu 






495 


Ser 


Val 


Leu 






510 


Gly 


Arg 


Glu 






525 


Pro 


Lys 


Gly 






540 


Pro 


Ser 


Ser 






555 


Leu 


He 


Ala 






570 


Leu 


Asp 


Gly 






585 


Ser 


Phe 


Phe 






600 


Gin 


Cys 


Cys 






615 


Glu 


Leu 


Thr 






630 
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Met 


Gly 


Arg 


Arg 


He 










635 


lie 


Leu 


Thr 


Asp 


His 










650 


Glu 


Tyr 


Val 


Leu 


Tyr 










665 


Tyr 


Ala 


Leu 


Thr 


Lys 










680 


Glu 


Ala 


Glu 


Val 


Asn 










695 


Ala 


Asp 


Gin 


He 


Phe 










710 


Leu 


Leu 


Asp 


Lys 


Arg 










725 


He 


He 


Pro 


Tyr 


Pro 










740 


Gin 


Arg 


His 


Val 


Gin 










755 


Leu 


He 


Thr 


Gin 


Arg 










770 


Gin 


Ala 


He 


Ser 


Arg 










785 


Glu 


Leu 


Glu 


Trp 


Leu 










800 


Leu 


Cys 


Lys 


His 


Met 










815 


Glu 


Ala 


Asn 


His 


Asn 










830 


His 


Val 


Phe 


Trp 


Glu 










845 


Tyr 


Asn 


Gly 


Ser 


Thr 










860 


Thr 


Gin 


Glu 


Pro 


Gin 










875 


Tyr 


Leu 


Tyr 


Gly 


Ser 










890 


Tyr 


Ser 


Ser 


Tyr 


Arg 










905 


He 


Cys 


Arg 


Leu 


Leu 










920 


Glu 


Leu 


Leu 


Lys 


He 










935 


Gin 


Tyr 


Val 


Lys 


Thr 










950 


Leu 


Pro 


Arg 


His 


Glu 










965 


His 


His 


Gin 


Leu 


Lys 










980 


Asp 


Val 


Phe 


Gin 


Ser 










995 


Cys 


Leu 


Leu 


He 


Glu 








1010 


Leu 


Leu 


His 


Ala 


Ala 








1025 


He 


Lys 


Glu 


Gly 


Glu 








1040 


Ala 


Lys 


Tyr 


Ala 


Pro 








1055 


Gly 


Thr 


Pro 


Gin 


Gin 








1070 


Thr 


Lys 


Glu 


Arg 


Leu 








1085 


Leu 


Thr 


Arg 


He 


Arg 



Gin 


Phe 


Pro 


He 


Glu 










640 


He 


Leu 


Glu 


Thr 


Lys 










655 


Pro 


Leu 


Asp 


Leu 


Tyr 










670 


Phe 


Lys 


Lys 


Gin 


Phe 










685 


Leu 


Cys 


Phe 


Asp 


Gin 










700 


Ala 


Tyr 


Tyr 


Lys 


Ala 










715 


Phe 


Arg 


Ala 


Glu 


Cys 










730 


Pro 


Ser 


Asn 


Arg 


Tyr 










745 


Leu 


Leu 


Gly 


Arg 


Ser 










760 


He 


Ser 


Ala 


Ala 


Met 










775 


Phe 


Glu 


Ser 


Glu 


Asp 










790 


Leu 


Glu 


He 


Asn 


Arg 










805 


Thr 


Leu 


Asp 


Ser 


Phe 










820 


Val 


Ser 


Ala 


Pro 


Tyr 










835 


Leu 


Asn 


Phe 


Asp 


Phe 










850 


Asn 


Arg 


Phe 


Val 


Arg 










865 


Arg 


Asp 


Lys 


Pro 


Ala 










880 


Lys 


Pro 


Leu 


Asn 


He 










895 


Asn 


Phe 


Val 


Gly 


Pro 










910 


Gly 


Tyr 


Gin 


Gly 


He 










925 


Val 


Lys 


Ser 


Leu 


Leu 










940 


Leu 


He 


Glu 


Val 


Met 










955 


Tyr 


Gly 


Ser 


Pro 


Gly 










970 


Asp 


He 


He 


Glu 


Tyr 










985 


Leu 


Arg 


Glu 


Val 


Gly 








1000 


Gin 


Ala 


Leu 


Ser 


Gin 








1015 


Pro 


Phe 


Gin 


Asn 


He 








1030 


Arg 


Leu 


Glu 


Val 


Arg 








1045 


Leu 


His 


Leu 


Val 


Pro 








1060 


He 


Ala 


He 


Ala 


Arg 








1075 


Cys 


Cys 


Gly 


Leu 


Ser 








1090 


Ser 


Tyr 


Leu 


Gin 


Asp 



Met 


Ser 


Met 


Pro 


Trp 










645 


Glu 


Pro 


Ser 


Met 


Met 










660 


Asn 


Asp 


Ser 


Ala 


Tyr 










675 


Leu 


Tyr 


Asp 


Glu 


He 










690 


Phe 


Val 


Tyr 


Lys 


Leu 










705 


Met 


Ala 


Gly 


Ser 


Val 










720 


Lys 


Asn 


Tyr 


Gly 


Val 










735 


Glu 


Thr 


Leu 


Leu 


Lys 










750 


He 


Asp 


Leu 


Asn 


Arg 










765 


Tyr 


Lys 


Ser 


Leu 


Asp 










780 


Leu 


Thr 


Ser 


He 


Val 










795 


Leu 


Thr 


His 


Arg 


Leu 










810 


Asp 


Ala 


Met 


Phe 


Arg 










825 


Gly 


Arg 


He 


Thr 


Leu 










840 


Leu 


Pro 


Asn 


Tyr 


Cys 










855 


Thr 


Ala 


He 


Pro 


Phe 










870 


Asn 


Val 


Gin 


Pro 


Tyr 










885 


Ala 


Tyr 


Ser 


His 


He 










900 


Pro 


His 


Phe 


Lys 


Thr 










915 


Ala 


Val 


Val 


Met 


Glu 










930 


Gin 


Gly 


Thr 


He 


Leu 










945 


Pro 


Lys 


He 


Cys 


Arg 










960 


He 


Leu 


Glu 


Phe 


Phe 










975 


Ala 


Glu 


Leu 


Lys 


Thr 










990 


Asn 


Ala 


He 


Leu 


Phe 








1005 


Glu 


Glu 


Val 


Cys 


Asp 








1020 


Leu 


Pro 


Arg 


Val 


Tyr 








1035 


Met 


Lys 


Arg 


Leu 


Glu 








1050 


Leu 


He 


Glu 


Arg 


Leu 








1065 


Glu 


Gly 


Asp 


Leu 


Leu 








1080 


Met 


Phe 


Glu 


Val 


He 








1095 


Pro 


He 


Trp 


Arg 


Gly 
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1100 


Pro 


Pro 


Pro 


Thr Asn 








1115 


Phe 


His 


Arg 


Leu Trp 








1130 


Val 


Gly 


Thr 


Asn Glu 








1145 


Leu 


Asn 


Trp 


Ala Gly 








1160 


Arg 


Arg 


Phe 


Asp Leu 








1175 


Gin 


Arg 


Gin 


Asp Gly 








1190 


Lys 


Lys 


Met 


Ala Asp 








1205 


Glu 


Val 


Phe 


Ala He 








1220 


Asp 


Ser 


Ser 


Thr Val 








1235 


His 


Gin 


Ser 


Leu Ala 








1250 



<210> 9 
<211> 98 
<212> PRT 



<213> Homo sapiens 









1105 


Gly 


Val 


Met 


His Val 
1120 


Ser 


Ala 


Met 


Gin Phe 
1135 


Phe 


Thr 


Ala 


Glu Gin 
1150 


Cys 


Ser 


He 


He Val 
1165 


Phe 


Asp 


Phe 


Cys Tyr 
1180 


Lys 


Asp 


Glu 


He He 
1195 


Arg 


He 


Arg 


Lys Tyr 
1210 


Leu 


Asn 


Lys 


Tyr Met 
1225 


Glu 


His 


Val 


Arg Cys 
1240 


Thr 


Thr 


Cys 











1110 


Asp 


Glu 


Cys 


Val Glu 








1125 


Val 


Tyr 


Cys 


lie Pro 








1140 


Cys 


Phe 


Gly 


Asp Gly 








1155 


Leu 


Leu 


Gly 


Gin Gin 








1170 


His 


Leu 


Leu 


Lys Val 








1185 


Lys 


Asn 


Val 


Pro Leu 








1200 


Gin 


He 


Leu 


Asn Asn 








1215 


Lys 


Ser 


Val 


Glu Thr 








1230 


Phe 


Gin 


Pro 


Pro He 








1245 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2759876CD1 



<400> 9 

Met Ser Val Asp Met Asn Ser Gin Gly Ser Asp Ser Asn Glu Glu 
15 10 15 

Asp Tyr Asp Pro Asn Cys Glu Glu Glu Glu Glu Glu Glu Glu Asp 

20 25 30 

Asp Pro Gly Asp He Glu Asp Tyr Tyr Val Gly Val Ala Ser Asp 

35 40 45 

Val Glu Gin Gin Gly Ala Asp Ala Phe Asp Pro Glu Glu Tyr Gin 

50 55 60 

Phe Thr Cys Leu Thr Tyr Lys Glu Ser Glu Gly Ala Leu Asn Glu 

65 70 75 

His Met Thr Ser Leu Ala Ser Val Leu Lys Val Ser Ser Val Val 

80 85 90 

Asn Ser Ser Val He Pro Pro Ser 

95 

<210> 10 
<211> 524 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2763735CD1 

<400> 10 

Met Glu Glu Glu Gin Asp Leu Pro Glu Gin Pro Val Lys Lys Ala 

15 10 15 

Lys Met Gin Glu Ser Gly Glu Gin Thr He Ser Gin Val Ser Asn 

20 25 30 

Pro Asp Val Ser Asp Gin Lys Pro Glu Thr Ser Ser Leu Ala Ser 

35 40 45 

Asn Leu Pro Met Ser Glu Glu He Met Thr Cys Thr Asp Tyr He 

50 55 60 
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Pro 


Arg 


Ser 


Ser 


Asn 
65 


Asp 


Tyr 


Thr 


Ser 


Pro 


Tyr 


Ala 


His 


He 
80 


Leu 


Ser 


Val 


Pro 


Pro 


Gly 


Gin 


Thr 


Gin 
95 


Tyr 


Gin 


Thr 


Leu 


Ala 


Val 


Tyr 


Pro 


Gin 
110 


Ala 


Thr 


Gin 


Thr 


Ala 


Ser 


Ser 


Thr 


Asn 
125 


Ala 


Ser 


Leu 


He 


Ala 


Asn 


He 


Pro 


Ala 
140 


Ala 


Ala 


Val 


Ala 


Tyr 


Pro 


Thr 


Tyr 


Thr 
155 


He 


Leu 


Gly 


Gin 


Tyr 


Pro 


Ser 


Ser 


Ser 
170 


Phe 


Gly 


Val 


Thr 


Ala 


Glu 


Ser 


Thr 


Thr 
185 


Leu 


Ala 


Ala 


Thr 


Pro 


Ser 


Val 


Met 


Ala 
200 


Pro 


Ala 


Pro 


Ala 


Gly 


Asp 


Pro 


Ser 


Thr 
215 


Ser 


Pro 


Ser 


Leu 


Lys 


Asp 


Thr 


Asp 


Asp 
230 


Gin 


Ser 


Arg 


Lys 


Arg 


Gly 


Lys 


Arg 


Lys 
245 


Ala 


Asp 


Ala 


Thr 


Leu 


Glu 


Arg 


Val 


Phe 
260 


Leu 


Trp 


Asp 


Leu 


Phe 


His 


Ser 


Leu 


Leu 
275 


Thr 


Gly 


Ser 


Tyr 


Asp 


Pro 


Thr 


Val 


Val 
290 


He 


Gly 


Ser 


Gly 


He 


Phe 


Glu 


Val 


Ala 
305 


Asp 


Thr 


His 


Leu 


Glu 


Cys 


Asp 


Gin 


Val 
320 


His 


Val 


Glu 


Asp 


Gly 


Gin 


Asp 


Leu 


Ser 
335 


Asn 


Tyr 


Ser 


Phe 


Gly 


Ser 


Gly 


Gly 


Ser 
350 


Gly 


Ser 


His 


Gly 


Gly 


Gly 


Val 


Asp 


Trp 
365 


Met 


Arg 


Lys 


Leu 


Val 


Arg 


Glu 


He 


Tyr 
380 


Asp 


Lys 


His 


Lys 


Leu 


Ser 


Pro 


Gin 


Arg 

395 


Lys 


Glu 


Ala 


Leu 


He 


Glu 


Val 


Leu 


Thr 
410 


Asp 


Ser 


Trp 


Leu 


Leu 


Leu 


Leu 


He 


Gin 

425 


Ser 


Arg 


Lys 


Asn 


Thr 


Thr 


Thr 


Gin 


Leu 
440 


Val 


Pro 


Ala 


Leu 


Gly 


Leu 


Gly 


Glu 


He 
455 


Phe 


Pro 


He 


Glu 


Lys 


He 


Gly 


Lys 


Glu 
470 


Ser 


Cys 


Phe 


Glu 


Gly 


Lys 


Lys 


Val 


Thr 
485 


Tyr 


Val 


Val 


He 


Ala 


Lys 


Gin 


His 


Asn 
500 


Met 


Pro 


Phe 


Trp 


Asp 


Leu 


Val 


Ser 


Leu 
515 


His 


Gin 


Ala 


Leu 



<210> 11 



PCT7US00/25435 



Gin 


Met 


Tyr 


Ser 


Ala 


Lys 


70 










75 


Val 


Ser 


Glu 


Thr 


Ala 


Tyr 


85 










90 


Gin 


Gin 


Thr 


Gin 


Pro 


Tyr 


100 










105 


Tyr 


Gly 


Leu 


Pro 


Pro 


Phe 


115 










120 


Ser 


Thr 


Ser 


Ser 


Thr 


He 


130 










135 


Ser 


He 


Ser 


Asn 


Gin 


Asp 


145 










150 


Asn 


Gin 


Tyr 


Gin 


Ala 


Cys 


160 










165 


Gly 


Gin 


Thr 


Asn 


Ser 


Asp 


175 










180 


Thr 


Tyr 


Gin 


Ser 


Glu 


Lys 


190 










195 


Ala 


Gin 


Arg 


Leu 


Ser 


Ser 


205 










210 


Ser 


Gin 


Thr 


Thr 


Pro 


Ser 


220 










225 


Asn 


Met 


Thr 


Ser 


Lys 


Asn 


235 










240 


Ser 


Ser 


Gin 


Asp 


Ser 


Glu 


250 










255 


Asp 


Glu 


Thr 


He 


He 


lie 


265 










270 


Ala 


Gin 


Lys 


Tyr 


Gly 


Lys 


280 










285 


Leu 


Thr 


Met 


Glu 


Glu 


Met 


295 










300 


Phe 


Phe 


Asn 


Asp 


Leu 


Glu 


310 










315 


Val 


Ala 


Ser 


Asp 


Asp 


Asn 


325 










330 


Ser 


Thr 


Asp 


Gly 


Phe 


Ser 


340 










345 


Ser 


Ser 


Val 


Gly 


Val 


Gin 


355 










360 


Ala 


Phe 


Arg 


Tyr 


Arg 


Lys 


370 










375 


Ser 


Asn 


Val 


Gly 


Gly 


Leu 


385 










390 


Gin 


Arg 


Leu 


Arg 


Ala 


Glu 


400 










405 


Gly 


Thr 


Ala 


Leu 


Lys 


Ser 


415 










420 


Cys 


Val 


Asn 


Val 


Leu 


He 


430 










435 


Ala 


Lys 


Val 


Leu 


Leu 


Tyr 


445 










450 


Asn 


He 


Tyr 


Ser 


Ala 


Thr 


460 










465 


Arg 


He 


Val 


Ser 


Arg 


Phe 


475 










480 


Gly 


Asp 


Gly 


Arg 


Asp 


Ala 


490 










495 


Arg 


He 


Thr 


Asn 


His 


Gly 


505 










510 


Glu 


Leu 


Asp 


Phe 


Leu 





520 
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<211> 628 
<212> PRT 

<2l3> Homo sapiens 
<220> 

<22l> misc_f eature 

<223> Incyte ID No: 2848676CD1 

<400> 11 



Met 


Ala 


Ala 


Ala 


Gly 


Ala 


Gly 


Pro 


Gly 


1 








5 










Pro 


Gly 


Pro 


Gly 


Ala 
20 


Val 


Ala 


Asn 


Ala 


Glu 


Met 


Lys 


Pro 


Val 


Ala 


Ala 


Gly Ala 










35 










Gly 


He 


Ser 


Ala 


Ala 
50 


Pro 


Thr 


Val 


Glu 


Glu 


Gly 


Gly 


Glu 


Ala 
65 


Asn 


Leu 


Val 


Asp 


Thr 


Glu 


Ser 


Ser 


Asn 
80 


Gly 


Lys 


Asp 


Thr 


Thr 


Ser 


Glu 


Val 


Met 
95 


Asp 


Thr 


Gin 


Ala 


Asn 


Gly 


Arg 


Gin 


Leu 
110 


Gly 


Glu 


Val 


Glu 


Thr 


Lys 


Trp 


Phe 


Thr 
125 


Ala 


Asp 


Thr 


Phe 


Cys 


Leu 


Pro 


Phe 


Met 
140 


Thr 


Asn 


Tyr 


Ser 


His 


His 


Ser 


Gly 


Asn 
155 


Thr 


Tyr 


Phe 


Leu 


Lys 


Glu 


Met 


Cys 


Leu 
170 


Ser 


Ala 


Leu 


Ala 


Arg 


Thr 


Gin 


Asp 


Glu 
185 


His 


Pro 


Lys 


Thr 


Asp 


He 


He 


Pro 


Phe 
200 


He 


Asp 


Lys 


Tyr 


Arg 


Gin 


Arg 


Pro 


Gly 
215 


Lys 


Met 


Thr 


Trp 


Thr 


Met 


Ser 


Lys 


Glu 
230 


Arg 


Asp 


Val 


Phe 


Asp 


Pro 


Gly 


Ser 


Lys 
245 


Asp 


Pro 


Glu 


Glu 


Leu 


Leu 


Asp 


Gin 


Asp 
260 


Leu 


Ser 


Asn 


He 


Gin 


Lys 


Gin 


Ser 


Ser 
275 


Ala 


Val 


Ser 


Thr 


Gly 


He 


Ala 


Ala 


Gly 
290 


Ser 


Ser 


Gly 


Lys 


Lys 


Gin 


Gin 


Asp 


Gly 
305 


Gly 


Thr 


Thr 


Gly 


Ser 


Asp 


Pro 


Leu 


Phe 
320 


Ser 


Ala 


Gin 


Arg 


Pro 


Leu 


Glu 


His 


Pro 
335 


Phe 


Asn 


Lys 


Asp 


Ala 


Glu 


Pro 


Asp 


Pro 
350 


His 


Ala 


Pro 


Asp 


Asp 


Cys 


Trp 


Ala 


Gly 
365 


Lys 


Pro 


He 


Pro 


Cys 


Leu 


Tyr 


Glu 


Arg 
380 


Val 


Leu 


Leu 


Ala 


Gin 


Leu 


Lys 


He 


Ser 
395 


Asp 


Asp 


Arg 


Leu 
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Gin 


Glu 


Ala 


Gly 


Ala 


Gly 


10 










15 


Thr 


Gly Ala 


Glu 


Glu 


Gly 


25 










30 


Ala 


Ala 


Pro 


Pro 


Gly 


Glu 


40 










45 


Pro 


Ser 


Ser 


Gly 


Glu 


Ala 


55 










60 


Val 


Ser 


Gly 


Gly 


Leu 


Glu 


70 










75 


Leu 


Glu Gly 


Ala 


Gly 


Asp 


85 










90 


Gly 


Ser 


Val 


Asp 


Glu 


Glu 


100 










105 


Leu 


Gin 


Cys 


Gly 


He 


Cys 


115 










120 


Gly 


He 


Asp 


Thr 


Ser 


Ser 


130 










135 


Phe 


His 


Cys 


Asn 


Val 


Cys 


145 










150 


Arg 


Lys 


Gin 


Ala 


Asn 


Leu 


160 










165 


Asn 


Leu 


Thr 


Trp 


Gin 


Ser 


175 










180 


Met 


Phe 


Ser 


Lys 


Asp 


Lys 


190 










195 


Trp 


Glu 


Cys 


Met 


Thr 


Thr 


205 










210 


Pro 


Asn 


Asn 


He 


Val 


Lys 


220 










225 


Leu 


Val 


Lys 


Glu 


His 


Pro 


235 










240 


Asp 


Tyr 


Pro 


Lys 


Phe 


Gly 


250 










255 


Gly 


Pro 


Ala 


Tyr 


Asp 


Asn 


265 










270 


Ser 


Gly 


Asn 


Leu 


Asn 


Gly 


280 










285 


Gly Arg Gly Ala 


Lys 


Arg 


295 










300 


Thr 


Thr 


Lys 


Lys 


Ala 


Arg 


310 










315 


Leu 


Pro 


Pro 


His 


Gly 


Tyr 


325 










330 


Gly 


Tyr 


Arg 


Tyr 


He 


Leu 


340 










345 


Pro 


Glu 


Lys 


Leu 


Glu 


Leu 


355 










360 


Gly 


Asp 


Leu 


Tyr 


Arg 


Ala 


370 










375 


Leu 


His 


Asp 


Arg 


Ala 


Pro 


385 










390 


Thr 


Val 


Val 


Gly 


Glu 


Lys 


400 










405 
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Gly 


Tyr 


Ser 


Met 


Val 
410 


Arg 


Ala 


Ser 


His 


Trp 


Tyr 


Phe 


Glu 


He 
425 


Thr 


Val 


Asp 


Glu 


Ala 


Arg 


Leu 


Gly 


Trp 
440 


Ser 


Gin 


Pro 


Leu 


Leu 


Gly 


Tyr 


Asp 


Lys 
455 


Phe 


Ser 


Tyr 


Ser 


Thr 


Lys 


Phe 


His 


Gin 
470 


Ser 


He 


Gly 


Lys 


Gly 


Gin 


Gly Asp 


Val 


Leu 


Gly 


Phe 


Tyr 










485 










Thr 


Glu 


Thr 


Ala 


Lys 
500 


Ser 


Leu 


Pro 


Asp 


Leu 


He 


Lys 


Phe 


Lys 
515 


Ser 


Tyr 


Leu 


Tyr 


Val 


Asp 


Lys 


Ala 


Glu 
530 


Lys 


Ser 


Leu 


Lys 


He 


He 


Phe 


Tyr 


Lys 
545 


Asn 


Gly 


Val 


Asn 


Asp 


He 


Phe 


Glu 


Gly 
560 


Val 


Tyr 


Phe 


Pro 


Ser 


Cys 


Thr 


Val 


Ser 
575 


He 


Asn 


Phe 


Gly 


Pro 


Lys 


Asp 


Leu 


Thr 
590 


Tyr 


Arg 


Pro 


Met 


Ala 


Val 


Val 


Glu 


His 
605 


Thr 


Leu 


Ala 


Asp 


Thr 


Glu 


Val 


Asp 


Gly 
620 


Arg 


Arg 


Ser 


Pro 



<210> 12 
<211> 259 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2956153CD1 

<400> 12 



Met 


Asn 


Leu 


Val 


Asp 


Leu 


Trp 


Leu 


Thr 


1 








5 










Leu 


Leu 


Leu 


Gin 


Ser 
20 


Phe 


Val 


Leu 


Met 


Ala 


Ser 


Met 


Cys 


Pro 
35 


Lys 


Gly 


Cys 


Leu 


Leu 


Asn 


Val 


Thr 


Cys 
50 


Ser 


Asn 


Ala 


Asn 


Asp 


Leu 


Pro 


Pro 


Glu 
65 


Thr 


Val 


Leu 


Leu 


He 


Thr 


Ser 


He 


Pro 
80 


Asn 


Glu 


He 


Phe 


Arg 


Val 


Leu 


Asn 


Leu 
95 


Ser 


Lys 


Asn 


Gly 


His 


Ala 


Phe 


Lys 


Gly 
110 


Val 


Ala 


Glu 


Thr 


Ser 


Asp 


Asn 


Arg 


He 
125 


Gin 


Ser 


Val 


His 


Leu 


Lys 


Ala 


Arg 


Ala 
140 


Arg 


He 


Ala 


Asn 


Cys 


Thr 


Leu 


Gin 


Gin 
155 


val 


Leu 


Arg 


Ser 


Thr 


Ala 


His 


Asn 


Val 


He 


Cys 


Lys 


Thr 



PCT/USOO/25435 



Gly 


Val 


Arg 


Lys 


Gly 


Ala 


415 










420 


Met 


Pro 


Pro 


Asp 


Thr 


Ala 


430 










435 


Gly 


Asn 


Leu 


Gin 


Ala 


Pro 


445 










450 


Trp 


Arg 


Ser 


Lys 


Lys 


Gly 


460 










465 


His 


Tyr 


Ser 


Ser 


Gly 


Tyr 


475 










480 


He 


Asn 


Leu 


Pro 


Glu 


Asp 


490 










495 


Thr 


Tyr 


Lys 


Asp 


Lys 


Ala 


505 










510 


Phe 


Glu 


Glu 


Lys 


Asp 


Phe 


520 










525 


Gin 


Thr 


Pro 


His 


Ser 


Glu 


535 










540 


Gin 


Gly 


Val 


Ala 


Tyr 


Lys 


550 










555 


Ala 


He 


Ser 


Leu 


Tyr 


Lys 


565 










570 


Pro 


Cys 


Phe 


Lys 


Tyr 


Pro 


580 










585 


Ser 


Asp 


Met 


Gly 


Trp 


Gly 


595 










600 


Val 


Leu 


Tyr 


His 


Val 


Glu 


610 










615 


Pro 


Trp 


Glu 


Pro 






625 












Arg 


Ser 


Leu 


Ser 


Met 


Cys 


10 










15 


He 


Leu 


Cys 


Phe 


His 


Ser 


25 










30 


Cys 


Ser 


Ser 


Ser 


Gly 


Gly 


40 










45 


Leu 


Lys 


Glu 


He 


Pro 


Arg 


55 










60 


Tyr 


Leu 


Asp 


Ser 


Asn 


Gin 


70 










75 


Lys 


Asp 


Leu 


His 


Gin 


Leu 


85 










90 


He 


Glu 


Phe 


He 


Asp 


Glu 


100 










105 


Leu 


Gin 


Thr 


Leu 


Asp 


Leu 


115 










120 


Lys 


Asn 


Ala 


Phe 


Asn 


Asn 


130 










135 


Asn 


Pro 


Trp 


His 


Cys 


Asp 


145 










150 


Met 


Ala 


Ser 


Asn 


His 


Glu 


160 










165 


Ser 


Val 


Leu 


Asp 


Glu 


His 
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170 

Ala Gly Arg Pro Phe Leu Asn Ala Ala 
185 

Asn Leu Pro Lys Lys Thr Thr Asp Tyr 
200 

Phe Gly Trp Phe Thr Met Val He Ser 
215 

Arg Gin Asn Gin Glu Asp Ala Arg Arg 
230 

Ser Leu Pro Ser Arg Gin Lys Lys Ala 
245 

Ser Thr Val Val 

<210> 13 
<211> 380 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 3333139CD1 

<400> 13 



Met 


Ala 


Ala 


Pro 


Trn 


Tro 


Arg 


Ala 


Ala 


1 








5 












Arg 


Glv 


Phe 


Ser 
20 


Thr 


Ser 


Ala 


Val 


Pro 


Leu 


Glv 


Pro 


Met 
35 


Pro 


Asn 


Ser 


Asp 


Glu 


Arg 


Leu 


Glu 


Lys 
50 


Tvr 


Ara 


Ser 


Phe 


Ala 


Glu 


Gin 


Glu 


Ala 
65 


Gin 


Ala 


Pro 


His 


Glu 


Tvr 


Phe 


Glv 


Glu 
80 


Lys 


Thr 


Asp 


Pro 


Gly 


Leu 


Pro 


Pro 


Pro 
95 


Lys 


Val 


Ser 


Arg 


Arg 


Lys 


Gin 


Ala 


He 
110 


Gin 


Glu 


Leu 


Arg 


Arg 


Ala 


Ala 


Arg 


Leu 
125 


Arg 


Thr 


Ala 


Ser 


Arg 


Ala 


Glu 


Trp 


Glu 
140 


Arg 


Thr 


Cys 


Gly 


Leu 


Ala 


Glu 


Tyr 


Tyr 
155 


Gly 


Leu 


Tyr 


Arg 


Thr 


Phe 


Val 


Pro 


Arg 
170 


Val 


Pro 


Leu 


His 


Glu 


Asp 


Asp 


Leu 


Met 
185 


Pro 


Val 


Tyr 


Cys 


Thr 


Glu 


Ala 


Ala 


Gin 
200 


Ala 


Pro 


Glu 


Val 


Gly 


Ser 


Leu 


Trp 


Thr 
215 


Leu 


Leu 


Leu 


Thr 


Leu 


Glu 


Pro 


Asp 


Ala 
230 


Glu 


Tyr 


Leu 


His 


Pro 


Gly 


Asn 


Arg 


Val 
245 


Ala 


Glu 


Gly 


Gin 


Pro 


Pro 


Phe 


Pro 


Ala 
260 


Arg 


Gly 


Ser 


Gly 


Leu 


Leu 


Phe 


Lys 


Gin 
275 


Asp 


Gin 


Pro 


He 


Arg 


Pro 


Ser 


Pro 


Cys 
290 


Tyr 


Gin 


Leu 


Ala 
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175 










180 


Asn 


Asp 


Ala 


Asp 


Leu 


Cys 


190 










195 


Ala 


Met 


Leu 


Val 


Thr 


Met 


205 










210 


Tyr 


Val 


Val 


Tyr 


Tyr 


Val 


220 










225 


His 


Leu 


Glu 


Tyr 


Leu 


Lys 


235 










240 


Asp 


Glu 


Pro 


Asp 


Asp 


He 


250 










255 


Leu 


Cys 


Glu 


Cys 


Arg 


Arg 


10 










15 


Leu 


Gly 


Arg 


Arg 


Thr 


Pro 


25 










30 


He 


Asp 


Leu 


Ser 


Asn 


Leu 


40 










45 


Asp 


Arg 


Tyr 


Arg 


Arg 


Arg 


55 










60 


Trp 


Trp 


Arg 


Thr 


Tyr 


Arg 


70 










75 


Lys 


Glu 


Lys 


lie 


Asp 


He 


85 










90 


Thr 


Gin 


Gin 


Leu 


Leu 


Glu 


100 










105 


Ala 


Asn 


Val 


Glu 


Glu 


Glu 


115 










120 


Val 


Pro 


Leu 


Asp 


Ala 


Val 


130 










135 


Pro 


Tyr 


His 


Lys 


Gin 


Arg 


145 










150 


Asp 


Leu 


Phe 


His 


Gly 


Ala 


160 










165 


Val 


Ala 


Tyr 


Ala 


Val 


Gly 


175 










180 


Gly 


Asn 


Glu 


Val 


Thr 


Pro 


190 










195 


Thr 


Tyr 


Glu 


Ala 


Glu 


Glu 


205 










210 


Ser 


Leu 


Asp 


Gly 


His 


Leu 


220 










225 


Trp 


Leu 


Leu 


Thr 


Asn 


He 


235 










240 


Val 


Thr 


Cys 


Pro 


Tyr 


Leu 


250 










255 


He 


His 


Arg 


Leu 


Ala 


Phe 


265 










270 


Asp 


Phe 


Ser 


Glu 


Asp 


Ala 


280 










285 


Gin 


Arg 


Thr 


Phe 


Arg 


Thr 


295 










300 
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Phe 


Asp 


Phe 


Tyr 


Lys 
305 


Lys 


His 


Gin 


Leu 


Ser 


Phe 


Phe 


Gin 
320 


Cys 


Arg 


Trp 


Phe 


His 


Gin 


Leu 


Leu 
335 


Asp 


Met 


Arg 


Arg 


Pro 


Pro 


Pro 


Tyr 
350 


His 


Pro 


Lys 


Gin 


Pro 


Leu 


Arg 


Tyr 
365 


Leu 


Asp 


Arg 


Thr 


Tyr 


Gly 


He 


Tyr 
380 









<210> 14 

<211> 130 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 3432292CD1 

<400> 14 



Met 


Ser 


Cys 


Gin 


Gin 


Asn 


Gin 


Gin 


1 








5 








Cys 


Pro 


Pro 


Lys 


Cys 
20 


Pro 


Pro 


Lys 


Gin 


Cys 


Pro 


Ala 


Pro 
35 


Cys 


Pro 


Pro 


Pro 


Ser 


Ser 


Gly 


Gly 

50 


Cys 


Cys 


Gly 


Ser 


Ser 


Gly Gly 


Gly 


Gly 


Cys 


Cys 










65 








Leu 


Phe 


His 


Arg 


His 
80 


Arg 


His 


Gin 


Glu 


Leu 


Leu 


Gly 


Ala 
95 


Leu 


Ala 


Ala 


Ala 


Asp 


Gin 


Thr 


Ser 
110 


Asn 


He 


Thr 


Thr 


Cys 


Lys 


Arg 


Gly 
125 


Thr 


Cys 


Pro 



<210> 15 
<211> 761 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 3478571CD1 

<400> 15 

Met Ser Leu Arg He Asp Val Asp 

1 5 
Val Asp Ala Gly Lys Val Thr Leu 
20 

Met Asp Pro Arg Leu Arg Glu Lys 
35 

Ala Val Cys Ala Leu Leu Asn Ser 
50 

Glu He Glu Asn Lys Gly Tyr Asn 
65 

Leu Asp Val Pro Pro He Phe Arg 
80 

Lys Glu Asn His Phe Leu lie Phe 



Glu Thr Met Thr Pro Ala Gly 

310 315 
Asp Asp Ser Val Thr Tyr He 

325 330 
Glu Pro Val Phe Glu Phe Val 

340 345 
Gin Lys Arg Phe Pro His Arg 

355 360 
Tyr Arg Asp Ser His Glu Pro 

370 375 



Gin 


Cys 


Gin 


Pro 


Pro 


Pro 


Lys 




10 










15 


Cys 


Pro 


Pro 


Lys 


Cys 


Arg 


Pro 




25 










30 


Pro 


Val 


Ser 


Ser 


Cys 


Cys 


Gly 




40 










45 


Ser 


Ser 


Ser 


Gly Gly 


Cys 


Cys 




55 










60 


Leu 


Ser 


His 


His 


Arg 


Pro 


Arg 




70 










75 


Ser 


Pro 


Asp 


Cys 


Cys 


Glu 


Ser 




85 










90 


Ser 


Thr 


Ala 


Leu 


Gly 


Thr 


Ala 




100 










105 


Glu 


Gin 


Ala 


Phe 


Met 


Glu 


Lys 




115 










120 



Gin Glu 
130 



Thr 


Asn 


Phe 


Pro 


Glu 


Cys 


Val 




10 










15 


Gly 


Thr 


Gin 


Gin 


Arg 


Gin 


Glu 




25 










30 


Gin 


Asn 


Glu 


He 


He 


Leu 


Arg 




40 










45 


Gly Gly 


Gly 


He 


He 


Lys 


Ala 




55 










60 


Tyr 


Glu 


Arg 


His 


Gly 


Val 


Gly 




70 










75 


Ser 


His 


Leu 


Asp 


Lys 


Met 


Gin 




85 










90 


Val 


Lys 


Ser 


Trp 


Asn 


Thr 


Glu 
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Ala Gly Val 
Glu Arg Thr 
Phe Leu Lys 
Asn Ser Leu 
Gly Asn lie 
Leu Gin Tyr 
Glu Phe Val 
Arg Leu Pro 
Tyr Val Phe 
Cys Glu Lys 
Asp Gly Cys 
Arg Pro Glu 
Lys Gly Ala 
Phe Cys Cys 
Lys Asp Asn 
Trp Met Met 
Val Leu Gin 
Val Cys lie 
Arg Tyr Phe 
Ser Leu Tyr 
Leu lie Asn 
Phe Ser Gin 
Gly Val lie 
lie Leu Tyr 
Tyr Ser Met 
Lys Gly Gly 
Val Leu Asn 
Leu Gin lie 
Met Glu Ala 
Lys Ser Phe 
Leu Thr Asn 





95 




Pro 


Leu 


Ala 




110 




Ser 


Thr 


Asp 




125 




Cvs 


Arg 


Thr 




140 




Glv 


Pro 


Gin 




155 




Asn 


Val 


Ser 




170 




Leu 


Glu 


Lys 




185 




Met 


Phe 


Ser 




200 




Lys 


CVS 


Val 




215 




Phe 


Glv 


Val 




2 30 




Glu 


Lys 


He 




245 




lie 


Lys 


Lys 




260 




lie 


Lys 


Tvr 

JT 




275 




Leu 


Arg 


Glv 




2 90 




Ala 


Val 


Phe 




3 05 






Val 


Arg 




320 




Glu 


Ala 


Asp 




335 




Leu 


Ser 


Leu 




3 50 




His 


Lys 


Asn 




365 




Pro 


Val 


Phe 




3 80 




Lys 


Glu 


Leu 




395 




Thr 


Glu 


Met 




410 




Ser 




Ala 




425 




Cvs 


Asp 


Ala 




440 




Thr 


lie 


Phe 




455 




He 


Val 


Ala 




470 




Tvr 


Thr 


Glv 




485 




Ser 


Asp 


Arg 




500 




Tvr 

* Jr *• 


Pro 


Glu 




515 




Leu 


Leu 


Gin 




530 




Leu 


Ser 


Glu 




545 




Lys 


Gin 


Tyr 




560 





Thr Leu Cys 
Val Met Asp 
Gin Thr Pro 
Ala Ala Gin 
Ala Ala Ala 
Leu Asn Leu 
Thr Asp Val 
Ser Ala Phe 
His Asp Glu 
Asp Leu Thr 
Leu Pro Val 
Val Leu Asn 
Tyr Val Cys 
Ala Lys Val 
Gin Leu Pro 
Pro Asp Leu 
Ser Ser Ala 
Ser Glu Cys 
Ser Asp Arg 
Phe Ser Gin 
Arg Pro Phe 
Val Asp Leu 
Leu Leu He 
Ser Lys Trp 
Tyr Ser Leu 
Arg Leu Cys 
Lys Ala Gin 
Ser Tyr Asn 
Ser Leu Val 
Glu Leu Gly 
Glu Leu Leu 



100 






Ser 


Asn 


Leu 


115 






Ser 


Gin 


Glu 


130 






Thr 


Asn 


He 


145 






Gly 


Ser 


Val 


160 






Leu 


Phe 


Asp 


175 






Pro 


Glu 


Ser 


190 






Ser 


His 


Cys 


205 






Ala 


Asn 


Thr 


220 






Thr 


Cys 


Gin 


235 






Ser 


Leu 


Arg 


250 






His 


His 


Phe 


2 65 






Phe 


Leu 


Glu 


280 






Ala 


He 


Lys 


295 






Pro 


Ser 


Ser 


310 






Thr 


Arg 


Glu 


325 






Ser 


Arg 


Cvs 


340 






Thr 


Pro 


Arcr 


355 






Leu 


Lys 


Glu 


370 






Val 


Val 


Tvr 


385 






His 


Lys 


Glv 


400 






Ser 


Gin 


Gly 


415 






Glv 


Leu 


Gin 


430 






Ser 


Gin 


Asn 


445 






Asp 


Ala 


Glv 

UJ - Jr 


460 






Lys 


Gin 


Lys 


475 






He 


Thr 


Pro 


490 






Ser 


Val 


Tyr 


505 






Phe 


Met 


Thr 


520 






He 


Val 


Leu 


535 






Ser 


Glu 


Val 


550 






Ser 


Lys 


Asn 


565 











105 


Tyr 


His 


Arg 






120 


Ala 


Leu 


Ala 






135 


Asn 


Val 


Ser 






150 


Gin 


Tyr 


Glu 






165 


Arg 


Lys 


Arg 






180 


Thr 


His 


Val 






195 


Val 


Lys 


Asp 






210 


Glu 


Glv 


Gly 






225 


Val 


He 


Glv 






240 


Ala 


Ser 


He 






255 


Cvs 

Jr 


Thr 


Gin 






270 


Val 


His 


Asp 






285 


Val 


Glu 


Lys 






300 


Trn 

XT 


Gin 


Val 






315 


Trn 


Thr 


Ala 






3 30 


Pro 


Glu 


Met 






345 


Ser 


Lvs 


Pro 






360 


Gin 


Gin 


Lys 






375 


Thr 


Pro 


Glu 






390 


Leu 


Arcr 


Asp 






405 


He 


Leu 


He 






420 


Glu 


Lys 


Gin 






435 


Asn 


Thr 


Pro 






450 


Cvs 


Lvs 


Glv 






465 


Leu 


Val 


Asn 






480 


Leu 


Val 


Cys 






495 


Ser 


Ser 


Tvr 






510 


Pro 


Gin 


His 






525 


Leu 


Gly 


Phe 






540 


Leu 


Asn 


Leu 






555 


Leu 


Arg 


Lys 






570 
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Thr 


Arg 


Glu 


Leu 


Phe 
575 


Val 


His 


Gly 


Leu 


He 


Leu 


Ala 


Leu 


Arg 
590 


He 


Met 


Glu 


Lys 


Cys 


Glu 


Pro 


Ala 


Asn 
605 


He 


Leu 


Tyr 


He 


Lys 


Lys 


Leu 


Val 


Ser 
620 


Phe 


Ser 


Lys 


Lys 


Thr 


Arg 


Lys 


Thr 


Phe 
635 


Met 


Lys 


Asn 


Asn 


He 


He 


He 


Asp 


Asp 
650 


Ala 


Gin 


Asn 


Phe 


Trp 


Tyr 


Gly 


Lys 


Ala 
665 


Lys 


Phe 


He 


Thr 


Pro 


Gly 


Val 


Leu 


Trp 
680 


He 


Phe 


Leu 


Asp 


Leu 


Ser 


Cys 


Ser 


Gly 
695 


Leu 


Pro 


Pro 


Pro 


Glu 


Glu 


He 


Asn 


Arg 
710 


Val 


Val 


Arg 


Asn 


Tyr 


Leu 


Gin 


Gin 


Val 
725 


Met 


Gin 


Glu 


Ala 


Asn 


Leu 


Pro 


Pro 


Gly 
740 


Ser 


Leu 


Val 


Met 


Ala 


Gin 


Gly 


Cys 


Pro 
755 


Arg 


Gin 


Leu 


Arg 



<210> 16 
<211> 197 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 3495166CD1 

<400> 16 



Met 


Ser 


Ser 


Ala 


Pro 


Ala 


Ser 


Gly 


Pro 


1 








5 










Leu 


Trp 


Asp 


Glu 


Glu 


Asp 


Phe 


Gin 


Gly 










20 










Ser 


Asp 


Cys 


Ala 


Asn 


Val 


Cys 


Glu 


Arg 










35 










Arg 


Ser 


Val 


Lys 


Val 


Glu 


Asn 


Gly Val 










50 










Pro 


Asp 


Phe 


Gin 


Gly 


Gin 


Gin 


Phe 


He 










65 










Pro 


Arg 


Trp 


Ser 


Ala 


Trp 


Ser 


Gly 


Ser 










80 










Gin 


Leu 


Leu 


Ser 


Phe 


Arg 


Pro 


Val 


Leu 










95 










Ser 


Arg 


Val 


Thr 


Leu 


Phe 


Glu 


Gly Asp 










110 










Phe 


Asp 


Leu 


Val 


Asp 


Asp 


Tyr 


Pro 


Ser 










125 










Ala 


Ser 


Lys 


Asp 


Val 


Gly 


Ser 


Leu 


Lys 










140 










Val 


Ala 


Tyr 


Gin 


Tyr 


Pro 


Gly 


Tyr 


Arg 










155 










Glu 


Arg 


Asp 


Arg 


His 


Ser 


Gly 


Glu 


Phe 










170 










Gly 


Thr 


Gin 


Ala 


His 


Thr 


Gly 


Gin 


Leu 










185 










Gin 


His 
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Pro 


Gly 


Ser 


Gly 


Lys 


Thr 


580 










585 


He 


Arg 


Asn 


Val 


Phe 


His 


595 










600 


Cys 


Glu 


Asn 


Gin 


Pro 


Leu 


610 










615 


Asn 


He 


Cys 


Gin 


Pro 


Val 


625 










630 


Phe 


Glu 


His 


He 


Gin 


His 


640 










645 


Arg 


Thr 


Glu 


Asp 


Gly 


Asp 


655 










660 


Gin 


Thr 


Ala 


Arg 


Asp 


Gly 


670 










675 


Tvr 


Phe 


Gin 


Thr 


Tyr 


His 


685 










690 


Ser 


Asp 


Gin 


Tyr 


Pro 


Arg 


700 










705 


Ala 


Gly 


Pro 


He 


Ala 


Asn 


715 










720 


Arg 


Gin 


Asn 


Pro 


Pro 


Pro 


730 










735 


Leu 


Tyr 


Glu 


Pro 


Lys 


Trp 


745 










750 


Asp 


Tvr 










760 












Ala 


Pro 


Ala 


Ser 


Leu 


Thr 


10 










15 


Arg 


Arg 


Cys 


Arg 


Leu 


Leu 


25 










30 


Glv 


Glv 


Leu 


Pro 


Arcf 


Val 


40 










45 


Trp 


Val 


Ala 


Phe 


Glu 


Tyr 


55 










60 


Leu 


Glu 


Lys 


Gly 


Asp 


Tyr 


70 










75 


Ser 


Ser 


His 


Asn 


Ser 


Asn 


85 










90 


Cys 


Ala 


Asn 


His 


Asn 


Asp 


100 










105 


Asn 


Phe 


Gin 


Gly 


Cys 


Lys 


115 










120 


Leu 


Pro 


Ser 


Met 


Gly 


Trp 


130 










135 


Val 


Ser 


Ser 


Gly 


Ala 


Trp 


145 










150 


Gly 


Tyr 


Gin 


Tyr 


Val 


Leu 


160 










165 


Cys 


Thr 


Tyr 


Gly 


Glu 


Leu 


175 










180 


Gin 


Ser 


He 


Arg 


Arg 


Val 



190 195 
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<210> 17 
<211> 339 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 3554748CD1 

<400> 17 



Met 


Pro 


Glu 


Cys 


Trp 


Asp 


Gly 


Glu 


His 


1 








5 










Gly 


Leu 


Leu 


His 


Val 
20 


Val 


He 


Arg 


Gly 


Pro 


Ala 


He 


Leu 


Thr 
35 


Tyr 


His 


Asp 


Val 


Cys 


Phe 


Asn 


Thr 


Phe 
50 


Phe 


Asn 


Phe 


Glu 


Lys 


His 


Phe 


Val 


Val 
65 


Cys 


His 


Val 


Asp 


Gly 


Ala 


Ser 


Gin 


Phe 
80 


Pro 


Gin 


Gly 


Tyr 


Gin 


Leu 


Ala 


Ala 


Met 
95 


Leu 


Pro 


Ser 


Val 


Lys 


Tyr 


Val 


He 


Gly 
110 


He 


Gly 


Val 


Gly 


Ala 


Lys 


Phe 


Ala 


Leu 
125 


He 


Phe 


Pro 


Asp 


Leu 


Val 


Asn 


He 


Asp 
140 


Pro 


Asn 


Gly 


Lys 


Ala 


Thr 


Lys 


Leu 


Ser 
155 


Gly 


Leu 


Thr 


Ser 


Leu 


Ser 


His 


Leu 


Phe 
170 


Ser 


Gin 


Glu 


Glu 


Leu 


Val 


Gin 


Ser 


Tyr 
185 


Arg 


Gin 


Gin 


He 


Ala 


Asn 


Leu 


Gin 


Leu 
200 


Phe 


Trp 


Asn 


Met 


Leu 


Asp 


He 


Asn 


Arg 
215 


Pro 


Gly 


Thr 


Val 


Arg 


Cys 


Pro 


Val 


Met 
230 


Leu 


Val 


Val 


Gly 


Asp 


Gly 


Val 


Val 


Glu 
245 


Cys 


Asn 


Ser 


Lys 


Thr 


Phe 


Leu 


Lys 


Met 
260 


Ala 


Asp 


Ser 


Gly 


Gin 


Pro 


Gly 


Lys 


Leu 
275 


Thr 


Glu 


Ala 


Phe 


Met 


Gly 


Tyr 


Met 


Pro 
290 


Ser 


Ala 


Ser 


Met 


Arg 


Thr 


Ala 


Ser 


Leu 
305 


Thr 


Ser 


Ala 


Ser 


Pro 


Gin 


Ala 


Cys 


Thr 
320 


His 


Ser 


Glu 


Ser 


Val 


Asn 


His 


Thr 


Met 
335 


Glu 


Val 


Ser 


Cys 
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<213> Homo sapiens 



<220> 
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Asp 


He 


Glu 


Thr 


Pro 


Tyr 


10 










15 


Ser 


Pro 


Lys 


Gly 


Asn 


Arg 


25 










30 


Gly 


Leu 


Asn 


His 


Lys 


Leu 


40 










45 


Asp 


Met 


Gin 


Glu 


He 


Thr 


55 










60 


Ala 


Pro 


Gly Gin 


Gin 


Val 


70 










75 


Gin 


Phe 


Pro 


Ser 


Met 


Glu 


85 










90 


Val 


Gin 


His 


Phe 


Gly 


Phe 


100 










105 


Ala 


Gly 


Ala 


Tyr 


Val 


Leu 


115 










120 


Leu 


Val 


Glu 


Gly 


Leu 


Val 


130 










135 


Gly 


Trp 


He 


Asp 


Trp 


Ala 


145 










150 


Thr 


Leu 


Pro 


Asp 


Thr 


Val 


160 










165 


Leu 


Val 


Asn 


Asn 


Thr 


Glu 


175 










180 


Gly 


Asn 


Val 


Val 


Asn 


Gin 


190 










195 


Tyr 


Asn 


Ser 


Arg 


Arg 


Asp 


205 










210 


Pro 


Asn 


Ala 


Lys 


Thr 


Leu 


220 










225 


Asp 


Asn 


Ala 


Pro 


Ala 


Glu 


235 










240 


Leu 


Asp 


Pro 


Thr 


Thr 


Thr 


250 










255 


Gly 


Leu 


Pro 


Gin 


Val 


Thr 


265 










270 


Lys 


Tyr 


Phe 


Leu 


Gin 


Gly 


280 










285 


Thr 


Arg 


Leu 


Ala 


Arg 


Ser 


295 










300 


Ser 


Val 


Asp 


Gly 


Ser 


Arg 


310 










315 


Ser 


Glu 


Gly 


Leu 


Gly Gin 


325 










330 
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<221> misc_feature 

<223> Incyte ID No: 3555629CD1 

<400> 18 



Met 


Glu 


Arg 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Leu 


Arg 


Asn 


Leu 


Arg 


1 








5 










10 










15 


Asp 


Phe 


Leu 


Leu 


Val 


Tyr 


Asn 


Arg 


Met 


Thr 


Glu 


Leu 


Cys 


Phe 


Gin 










20 










25 










30 


Arg 


Cys 


Val 


Pro 


Ser 


Leu 


His 


His 


Arg 


Ala 


Leu 


Asp 


Ala 


Glu 


Glu 










35 










40 










45 


Glu 


Ala 


Cys 


Val 


Pro 


Ser 


Cys 


Ala 


Gly 


Lys 


Leu 


He 


His 


Ser 


Asn 










50 










55 










60 


His 


Arg 


Leu 


Met 


Ala 


Ala 


Tyr 


Val 


Gin 


Leu 


Met 


Pro 


Ala 


Leu 


Val 










65 










70 










75 


Gin 


Arg 


Arg 


He 


Ala 


Asp 


Tyr 


Glu 


Ala 


Ala 


Ser 


Ala 


Val 


Pro 


Gly 










80 










85 










90 


Val 


Ala 


Ala 


Glu 


Gin 


Pro 


Gly 


Val 


Ser 
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Ser 
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Ser 


Asp 
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Unk 


Unk 


Unk 
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<210> 19 
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<212> PRT 


























<213> Homo sapiens 






















<220> 




























<221> misc_ 


feature 






















<223> Incyte ID 


No: 


639636CD1 
















<400> 19 


























Met 


Thr 


Lys 


Lys 


Lys 


Val 


Ser 


Gin 


Lys 


Lys 


Gin 


Arg 


Gly 


Arg 


Pro 


1 
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10 










15 


Ser 


Ser 


Gin 


Pro 


Arg 


Arg 


Asn 


He 


Val 


Gly 


Cys 


Arg 


He 


Ser 


His 










20 










25 










30 


Gly 


Trp 


Lys 


Glu 


Gly 


Asp 


Glu 


Pro 


He 


Thr 


Gin 


Trp 


Lys 


Gly 


Thr 










35 










40 










45 


Val 


Leu 


Asp 


Gin 


Leu 


Leu 


Asp 


Asp 


Tyr 


Lys 


Glu 


Gly 


Asp 


Leu 


Arg 










50 










55 










60 


He 


Met 


Pro 


Glu 


Ser 


Ser 


Glu 


Ser 


Pro 


Pro 


Thr 


Glu 


Arg 


Glu 


Pro 










65 










70 










75 


Gly 


Gly 


Val 


Val 


Asp 


Gly 


Leu 


He 


Gly 


Lys 


His 


Val 


Glu 


Tyr 


Thr 










80 










85 










90 


Lys 


Glu 


Asp 


Gly 


Ser 


Lys 


Arg 


He 


Gly 


Met 


Val 


He 


His 


Gin 


Val 










95 










100 










105 


Glu 


Ala 


Lys 


Pro 


Ser 


Val 


Tyr 


Phe 


He 


Lys 


Phe 


Asp 


Asp 


Asp 


Phe 










110 










115 










120 


His 


He 


Tyr 


Val 


Tyr 


Asp 


Leu 


Val 


Lys 


Lys 


Ser 


















125 










130 












<210> 20 


























<211> 194 


























<212> PRT 


























<213> Homo sapiens 






















<220> 




























<221> misc„: 


feature 






















<223> Incyte ID 


No: 


902218CD1 
















<400> 20 


























Met 


Gly 


Ala 


Asn 


Gin 


Leu 


Val 


Val 


Leu 


Asn 


Val 


Tyr 


Asp 


Met 


Tyr 


1 
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10 










15 


Trp 


Met 


Asn 


Glu 


Tyr 


Thr 


Ser 


Ser 


He 


Gly 


He 


Gly 


Val 


Phe 


His 










20 










25 










30 


Ser 


Gly 


He 


Glu 


Val 


Tyr 


Gly Arg 


Glu 


Phe 


Ala 


Tyr 


Gly 


Gly 


His 
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35 










Pro 


Tyr 


Pro 


Phe 


Ser 
50 


Gly 


He 


Phe 


Glu 


Ser 


Glu 


Leu 


Gly 


Glu 
65 


Thr 


Phe 


Lys 


Phe 


Gly 


Ser 


Thr 


Asp 


Phe 
80 


Leu 


Glu 


Asp 


Asp 


Glu 


Leu 


Gly 


Lys 


Glu 
95 


Tyr 


Lys 


Gly 


Asn 


Lys 


Asn 


Cys 


Asn 


His 
110 


Phe 


Ser 


Ser 


Ala 


Gly 


Lys 


Glu 


He 


Pro 
125 


Arg 


Trp 


He 


Asn 


Ser 


Cys 


He 


Pro 


Phe 
140 


Leu 


Gin 


Ser 


Cys 


Thr 


Pro 


Ala 


Ala 


Leu 
155 


Gin 


Ser 


Ser 


Val 


Glu 


Leu 


Glu 


Glu 


Ala 
170 


Glu 


Asp 


Ala 


Ala 


Ser 


Thr 


Ala 


Ala 


Gly 
185 


Ser 


Arg 


Pro 


Gly 



<210> 21 
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<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1360522CD1 

<400> 21 



Met 


Ala 


Thr 


Ala 


Leu 


Ala 


Leu 


Arg 


Ser 


1 








5 










Ser 


Leu 


Arg 


Cys 


Pro 
20 


Pro 


Val 


Glu 


Leu 


Gly 


His 


Arg 


Leu 


Ser 
35 


Pro 


Ala 


Asp 


Asp 


Arg 


He 


Ser 


Leu 


Leu 
50 


Gin 


Arg 


Glu 


Ala 


Asp 


Ser 


Tyr 


Asn 


Ser 
65 


Arg 


Gly 


Phe 


Met 


Leu 


Gly 


Pro 


Cys 


Ala 
80 


Leu 


Leu 


Pro 


His 


Val 


Gly 


Ser 


His 


Gin 
95 


Asp 


He 


Thr 


Glu 


Trp 


Leu 


Leu 


Glu 


Pro 
110 


Arg 


He 


Glu 


He 


Asp 


Arg 


Thr 


Glu 


Arg 
125 


Leu 


Gin 


Ser 


Gin 


Gin 


Arg 


Gly 


He 


Ala 
140 


Val 


Glu 


Val 


Gin 


Ala 


Thr 


Phe 


Asn 


Phe 
155 


Leu 


Cys 


His 


Glu 


Ala 


Leu 


He 


Pro 


Pro 
170 


Pro 


Gly 


Gly 


Thr 


Gin 


Ala 


Ala 


Gin 
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<213> Homo sapiens 
<220> 
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40 










45 


He 


Ser 


Pro 


Gly 


Asn 


Ala 


55 










60 


Lys 


Glu 


Ala 


Val 


Val 


Leu 


70 










75 


He 


Glu 


Lys 


He 


Val 


Glu 


85 










90 


Ala 


Tyr 


His 


Leu 


Met 


His 


100 










105 


Leu 


Ser 


Glu 


He 


Leu 


Cys 


115 










120 


Arg 


Leu 


Ala 


Tyr 


Phe 


Ser 


130 










135 


Leu 


Pro 


Lys 


Glu 


Trp 


Leu 


145 










150 


Ser 


Gin 


Glu 


Leu 


Gin 


Asp 


160 










165 


Ala 


Ser 


Ala 


Ser 


Val 


Ala 


175 










180 


Arg 


His 


Thr 


Lys 


Leu 




190 












Leu 


Tyr 


Arg 


Ala 


Arg 


Pro 


10 










15 


Pro 


Trp 


Ala 


Pro 


Arg 


Arg 


25 










30 


Glu 


Leu 


Tyr 


Gin 


Arg 


Thr 


40 










45 


Ala 


Gin 


Ala 


Met 


Tyr 


He 


55 










60 


He 


Asn 


Gly Asn Arg Val 


70 










75 


Ser 


Val 


Val 


Gin 


Trp 


Asn 


85 










90 


Asp 


Ser 


Phe 


Ser 


Leu 


Phe 


100 










105 


Val 


Val 


Val 


Gly 


Thr 


Gly 


115 










120 


Val 


Leu 


Gin 


Ala 


Met 


Arg 


130 










135 


Asp 


Thr 


Pro 


Asn 


Ala 


Cys 


145 










150 


Gly 


Arg 


Val 


Thr 


Gly 


Ala 


160 










165 


Ser 


Leu 


Thr 


Ser 


Leu 


Gly 


175 










180 
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<221> misc^feature 

<223> Incyte ID No: 1400678CD1 

<400> 22 



Met 


Ala 


Ser 


Met 


Arg 


Glu 


Ser 


Asp 


Thr 


Gly 


Leu 


Trp 


Leu 


His 


Asn 
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5 










10 
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Lys 


Leu 


Gly 


Ala 


Thr 


Asp 


Glu 


Leu 


Trp 


Ala 


Pro 
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Ser 


He 


Ala 
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30 


Ser 


Leu 


Leu 


Thr 


Ala 


Ala 


Val 


He 


Asp 


Asn 


He 


Arg 


Leu 


Cys 


Phe 










35 










40 










45 


His 


Gly 


Leu 


Ser 


Ser 


Ala 


Val 


Lys 


Leu 


Lys 


Leu 


Leu 


Leu 


Gly 


Thr 










50 










55 










60 


Leu 


His 


Leu 


Pro 


Arg 


Arg 


Thr 


Val 


Asp 


Glu 


Met 


Lys 


Gly 


Ala 


Leu 










65 










70 










75 


Met 


Glu 


He 


He 


Gin 


Leu 


Ala 


Ser 


Leu 


Asp 


Ser 


Asp 


Pro 


Trp 


Val 










80 










85 










90 


Leu 


Met 


Val 


Ala 


Asp 


He 


Leu 


Lys 


Ser 


Phe 


Pro 


Asp 


Thr 


Gly 


Ser 










95 










100 










105 


Leu 


Asn 


Leu 


Glu 


Leu 


Glu 


Glu 


Gin 


Asn 


Pro 


Asn 


Val 


Gin 


Asp 


He 










110 










115 










120 


Leu 


Gly 


Glu 


Leu 


Arg 


Glu 


Lys 


Val 


Gly 


Glu 


Cys 


Glu 


Ala 


Ser 


Ala 










125 










130 










135 


Met 


Leu 


Pro 


Leu 


Glu 


Cys 


Gin 


Tyr 


Leu 


Asn 


Lys 


Asn 


Ala 


Leu 


Thr 










140 










145 










150 


Thr 


Leu 


Ala 


Gly 


Pro 


Leu 


Thr 


Pro 


Pro 


Val 


Lys 


His 


Phe 


Gin 


Leu 










155 










160 










165 


Lys 


Arg 


Lys 


Pro 


Lys 


Ser 


Ala 


Thr 


Leu 


Arg 


Ala 


Glu 


Leu 


Leu 


Gin 










170 










175 










180 


Lys 


Ser 


Thr 


Glu 


Thr 


Ala 


Gin 


Gin 


Leu 


Lys 


Arg 


Ser 


Ala 


Gly 


Val 










185 










190 










195 


Pro 


Phe 


His 


Ala 


Lys 


Gly 


Arg 


Gly 


Leu 


Leu 


Arg 


Lys 


Met 


Asp 


Thr 










200 










205 










210 


Thr 


Thr 


Pro 


Leu 


Lys 


Gly 


He 


Pro 


Lys 


Gin 


Ala 


Pro 


Phe 


Arg 


Ser 










215 










220 










225 


Pro 


Thr 


Ala 


Pro 


Ser 


Val 


Phe 


Ser 


Pro 


Thr 


Gly 


Asn 


Arg 


Thr 


Pro 










230 










235 










240 


He 


Pro 


Pro 


Ser 


Arg 


Thr 


Leu 


Leu 


Arg 


Lys 


Glu 


Arg 


Gly 


Val 


Lys 










245 










250 










255 


Leu 


Leu 


Asp 


He 


Ser 


Glu 


Leu 


Asp 


Met 


Val 


Gly 


Ala 


Gly 


Arg 


Glu 










260 










265 










270 


Ala 


Lys 


Arg 


Arg 


Arg 


Lys 


Thr 


Leu 


Asp 


Ala 


Glu 


Val 


Val 


Glu 


Lys 










275 










280 










285 


Pro 


Ala 


Lys 


Glu 


Glu 


Thr 


Val 


Val 


Glu 


Asn 


Ala 


Thr 


Pro 


Asp 


Tyr 










290 










295 










300 


Ala 


Ala 


Gly 


Leu 


Val 


Ser 


Thr 


Gin 


Lys 


Leu 


Gly 


Ser 


Leu 


Asn 


Asn 










305 










310 










315 


Glu 


Pro 


Ala 


Leu 


Pro 


Ser 


Thr 


Ser 


Tyr 


Leu 


Pro 


Ser 


Thr 


Pro 


Ser 










320 










325 










330 


Val 


Val 


Pro 


Ala 


Ser 


Ser 


Tyr 


He 


Pro 


Ser 


Ser 


Glu 


Thr 


Pro 


Pro 










335 










340 










345 


Ala 


Pro 


Ser 


Ser 


Arg 


Glu 


Ala 


Ser 


Arg 


Pro 


Pro 


Glu 


Glu 


Pro 


Ser 










350 










355 










360 


Ala 


Pro 


Ser 


Pro 


Thr 


Leu 


Pro 


Ala 


Gin 


Phe 


Lys 


Gin 


Arg 


Ala 


Pro 










365 










370 










375 


Met 


Tyr 


Asn 


Ser 


Gly 


Leu 


Ser 


Pro 


Ala 


Thr 


Pro 


Thr 


Pro 


Ala 


Ala 










380 










385 
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Pro 


Thr 


Ser 


Pro 


Leu 


Thr 


Pro 


Thr 


Thr 


Pro 


Pro 


Ala 


Val 


Ala 


Pro 
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400 










405 


Thr 


Thr 


Gin 


Thr 


Pro 


Pro 


Val 


Ala 


Met 


Val 


Ala 


Pro 


Gin 


Thr 


Gin 
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415 










420 


Ala 


Pro 


Ala 


Gin 


Gin 


Gin 


Pro 


Lys 


Lys 


Asn 


Leu 


Ser 


Leu 


Thr 


Arg 
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Gin 


Met 


Phe 


Ala 


Ala 


Gin 
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Met 


Phe 


Lys 


Thr 


Ala 


Asn 


Lys 
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440 










445 










450 


Val 


Thr 


Arg 


Pro 


Glu 
455 


Lys 


Ala 


Leu 


He 


Leu 
460 


Gly 


Phe 


Met 


Ala 


Gly 
465 


Ser 


Arg 


Glu 


Asn 


Pro 
470 


Cys 


Gin 


Glu 


Gin 


Gly 
475 


Asp 


Val 


He 


Gin 


He 
480 


Lys 


Leu 


Ser 


Glu 


His 
485 


Thr 


Glu 


Asp 


Leu 


Pro 
490 


Lys 


Ala 


Asp 


Gly 


Gin 
495 


Gly 


Ser 


Thr 


Thr 


Met 
500 


Leu 


Val 


Asp 


Thr 


Val 
505 


Phe 


Glu 


Met 


Asn 


Tyr 
510 


Ala 


Thr 
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Gin 


Trp 
515 


Thr 


Arg 


Phe 


Lys 


Lys 
520 


Tyr 


Lys 


Pro 


Met 


Thr 
525 



Asn Val Ser 
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<221> misc_feature 

<223> Incyte ID No: 1435556CD1 



<400> 23 
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Lys 


Phe 


Tyr 


Ala 


Glu 
20 


Ser 


Asp 


Glu 


Gin 


He 
25 


Leu 


Met 


Lys 


Asn 


Arg 
30 


Lys 


Thr 


Leu 


His 


Lys 
35 


Ala 


Lys 


Asn 


Glu 


Asp 
40 


Leu 


Asp 


Arg 


Val 


Leu 
45 


Lys 


Glu 


Trp 


He 


Arg 
50 


Gin 


Arg 


Arg 


Ser 


Glu 
55 


His 


Met 


Pro 


Leu 


Asn 
60 


Gly 


Met 


Leu 


He 


Met 
65 


Lys 


Gin 


Ala 


Lys 


He 
70 


Tyr 


His 


Asn 


Glu 


Leu 
75 


Lys 


He 


Glu 


Gly 


Asn 
80 


Cys 


Glu 


Tyr 


Ser 


Thr 
85 


Gly 


Trp 


Leu 


Gin 


Lys 
90 


Phe 


Lys 


Lys 


Arg 


His 
95 


Gly 


He 


Lys 


Phe 


Leu 
100 


Lys 


Thr 


Cys 


Gly 


Asn 
105 


Lys 


Ala 


Ser 


Ala 


Gly 
110 


His 


Glu 


Ala 


Thr 


Glu 
115 


Lys 


Phe 


Thr 


Gly 


Asn 
120 


Phe 


Ser 


Asn 


Asp 


Asp 
125 


Glu 


Gin 


Asp 


Gly 


Asn 
130 


Phe 


Glu 


Gly 


Phe 


Ser 
135 


Met 


Ser 


Ser 


Glu 


Lys 
140 


Lys 


He 


Met 


Ser 


Asp 
145 


Leu 


Leu 


Thr 


Tyr 


Thr 
150 


Lys 


Asn 


He 


His 


Pro 
155 


Glu 


Thr 


Val 


Ser 


Lys 
160 


Leu 


Glu 


Glu 


Glu 


Asp 
165 


He 


Lys 


Asp 


Val 


Phe 
170 


Asn 


Ser 


Asn 


Asn 


Glu 
175 


Ala 


Pro 


Val 


Val 


His 
180 


Ser 


Leu 


Ser 


Asn 


Gly 
185 


Glu 


Val 


Thr 


Lys 


Met 
190 


Val 


Leu 


Asn 


Gin 


Asp 
195 


Asp 


His 


Asp 


Asp 


Asn 
200 


Asp 


Asn 


Glu 


Asp 


Asp 
205 


Val 


Asn 


Thr 


Ala 


Glu 
210 


Lys 


Val 


Pro 


He 


Asp 
215 


Asp 


Met 


Val 


Lys 


Met 
220 


Cys 


Asp 


Gly 


Leu 


He 
225 


Lys 


Gly 


Leu 


Glu 


Gin 
230 


His 


Ala 


Phe 


He 


Thr 

235 


Glu 


Gin 


Glu 


He 


Met 
240 


Ser 


Val 


Tyr 


Lys 


He 
245 


Lys 


Glu 


Arg 


Leu 


Leu 
250 


Arg 


Gin 


Lys 


Ala 


Ser 
255 


Leu 


Met 


Arg 


Gin 


Met 

260 


Thr 


Leu 


Lys 


Glu 


Thr 
265 


Phe 


Lys 


Lys 


Ala 


He 
270 


Gin 


Arg 


Asn 


Ala 


Ser 
275 


Ser 


Ser 


Leu 


Gin 


Asp 
280 


Pro 


Leu 


Leu 


Gly 


Pro 
285 


Ser 


Thr 


Ala 


Ser 


Asp 
290 


Ala 


Ser 


Ser 


His 


Leu 
295 


Lys 


He 


Lys 
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<210> 24 
<211> 630 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> raisc_feature 

<223> Incyte ID No: 1546633CD1 

<400> 24 



Met 


Pro 


Gin 


Gin 


Gin 


His 


Lys 


Val 


Ser 


Pro 


Ala 


Ser 


Glu 


Ser 


Pro 


1 








5 










10 










15 


Phe 


Ser 


Glu 


Glu 


Glu 
20 


Ser 


Arg 


Glu 


Phe 


Asn 

25 


Pro 


Ser 


Ser 


Ser 


Gly 

30 


Arg 


Ser 


Ala 


Arg 


Thr 
35 


Val 


Ser 


Ser 


Asn 


Ser 
40 


Phe 


Cys 


Ser 


Asp 


Asp 
45 


Thr 


Gly 


Cys 


Pro 


Ser 
50 


Ser 


Gin 


Ser 


Val 


Ser 
55 


Pro 


Val 


Lys 


Thr 


Pro 
60 


Ser 


Asp 


Ala 


Gly 


Asn 
65 


Ser 


Pro 


He 


Gly 


Phe 
70 


Cys 


Pro 


Gly 


Ser 


Asp 
75 


Glu 


Gly 


Phe 


Thr 


Arg 
80 


Lys 


Lys 


Cys 


Thr 


He 
85 


Gly 


Met 


Val 


Gly 


Glu 
90 


Gly 


Ser 


He 


Gin 


Ser 
95 


Ser 


Arg 


Tyr 


Lys 


Lys 
100 


Glu 


Ser 


Lys 


Ser 


Gly 
105 


Leu 


Val 


Lys 


Pro 


Gly 
110 


Ser 


Glu 


Ala 


Asp 


Phe 
115 


Ser 


Ser 


Ser 


Ser 


Ser 
120 


Thr 


Gly 


Ser 


He 


Ser 
125 


Ala 


Pro 


Glu 


Val 


His 
130 


Met 


Ser 


Thr 


Ala 


Gly 
135 


Ser 


Lys 


Arg 


Ser 


Ser 
140 


Ser 


Ser 


Arg 


Asn 


Arg 
145 


Gly 


Pro 


His 


Gly 


Arg 
150 


Ser 


Asn 


Gly 


Ala 


Ser 
155 


Ser 


His 


Lys 


Pro 


Gly 
160 


Ser 


Ser 


Pro 


Ser 


Ser 
165 


Pro 


Arg 


Glu 


Lys 


Asp 
170 


Leu 


Leu 


Ser 


Met 


Leu 
175 


Cys 


Arg 


Asn 


Gin 


Leu 
180 


Ser 


Pro 


Val 


Asn 


He 
185 


His 


Pro 


Ser 


Tyr 


Ala 
190 


Pro 


Ser 


Ser 


Pro 


Ser 
195 


Ser 


Ser 


Asn 


Ser 


Gly 
200 


Ser 


Tyr 


Lys 


Gly 


Ser 
205 


Asp 


Cys 


Ser 


Pro 


He 
210 


Met 


Arg 


Arg 


Ser 


Gly 


Arg 


Tyr 


Met 


Ser 


Cys 


Gly Glu 


Asn 


His 


Gly 










215 










220 










225 


Val 


Arg 


Pro 


Pro 


Asn 
230 


Pro 


Glu 


Gin 


Tyr 


Leu 
235 


Thr 


Pro 


Leu 


Gin 


Gin 
240 


Lys 


Glu 


Val 


Thr 


Val 
245 


Arg 


His 


Leu 


Lys 


He 
250 


Lys 


Leu 


Lys 


Glu 


Ser 
255 


Glu 


Arg 


Arg 


Leu 


His 
260 


Glu 


Arg 


Glu 


Ser 


Glu 
265 


He 


Val 


Glu 


Leu 


Lys 

270 


Ser 


Gin 


Leu 


Ala 


Arg 
275 


Met 


Arg 


Glu 


Asp 


Trp 
280 


He 


Glu 


Glu 


Glu 


Cys 
285 


His 


Arg 


Val 


Glu 


Ala 

290 


Gin 


Leu 


Ala 


Leu 


Lys 
295 


Glu 


Ala 


Arg 


Lys 


Glu 

300 


He 


Lys 


Gin 


Leu 


Lys 
305 


Gin 


Val 


He 


Glu 


Thr 
310 


Met 


Arg 


Ser 


Ser 


Leu 
315 


Ala 


Asp 


Lys 


Asp 


Lys 
320 


Gly 


He 


Gin 


Lys 


Tyr 
325 


Phe 


Val 


Asp 


He 


Asn 
330 


He 


Gin 


Asn 


Lys 


Lys 
335 


Leu 


Glu 


Ser 


Leu 


Leu 
340 


Gin 


Ser 


Met 


Glu 


Met 
345 


Ala 


His 


Ser 


Gly 


Ser 
350 


Leu 


Arg 


Asp 


Glu 


Leu 

355 


Cys 


Leu 


Asp 


Phe 


Pro 
360 


Cys 


Asp 


Ser 


Pro 


Glu 
365 


Lys 


Ser 


Leu 


Thr 


Leu 
370 


Asn 


Pro 


Pro 


Leu 


Asp 
375 


Thr 


Met 


Ala 


Asp 


Gly 
380 


Leu 


Ser 


Leu 


Glu 


Glu 
385 


Gin 


Val 


Thr 


Gly 


Glu 
390 


Gly 


Ala 


Asp 


Arg 


Glu 


Leu 


Leu 


Val 


Gly 


Asp 


Ser 


He 


Ala 


Asn 


Ser 
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395 










400 










405 


Thr 


Asp 


Leu 


Phe 


Asp 


Glu 


He 


Val 


Thr 


Ala 


Thr 


Thr 


Thr 


Glu 


Ser 








410 










415 










420 


Gly 


Asp 


Leu 


Glu 


Leu 
425 


Val 


His 


Ser 


Thr 


Pro 
430 


Gly 


Ala 


Asn 


Val 


Leu 
435 


Glu 


Leu 


Leu 


Pro 


He 
440 


Val 


Met 


Gly 


Gin 


Glu 
445 


Glu 


Gly 


Ser 


Val 


Val 
450 


Val 


Glu 


Arg 


Ala 


Val 
455 


Gin 


Thr 


Asp 


Val 


Val 
460 


Pro 


Tyr 


Ser 


Pro 


Ala 
465 


He 


Ser 


Glu 


Leu 


He 
470 


Gin 


Ser 


Val 


Leu 


Gin 
475 


Lys 


Leu 


Gin 


Asp 


Pro 
480 


Cys 


Pro 


Ser 


Ser 


Leu 


Ala 


Ser 


Pro 


Asp 


Glu 


Ser 


Glu 


Pro 


Asp 


Ser 








485 










490 










495 


Met 


Glu 


Ser 


Phe 


Pro 
500 


Glu 


Ser 


Leu 


Ser 


Ala 
505 


Leu 


Val 


Val 


ASp 


Leu 
510 


Thr 


Pro 


Arg 


Asn 


Pro 
515 


Asn 


Ser 


Ala 


He 


Leu 
520 


Leu 


Ser 


Pro 


Val 


Glu 
525 


Thr 


Pro 


Tyr 


Ala 


Asn 
530 


Val 


Asp 


Ala 


Glu 


Val 

535 


His 


Ala 


Asn 


Arg 


Leu 
540 


Met 


Arg 


Glu 


Leu 


Asp 
545 


Phe 


Ala 


Ala 


Cys 


Val 
550 


Glu 


Glu 


Arg 


Leu 


Asp 
555 


Gly 


Val 


He 


Pro 


Leu 
560 


Ala 


Arg 


Gly 


Gly 


Val 
565 


Val 


Arg 


Gin 


Tyr 


Trp 
570 


Ser 


Ser 


Ser 


Phe 


Leu 
575 


Val 


Asp 


Leu 


Leu 


Ala 
580 


Val 


Ala 


Ala 


Pro 


Val 
585 


Val 


Pro 


Thr 


Val 


Leu 
590 


Trp 


Ala 


Phe 


Ser 


Thr 
595 


Gin 


Arg 


Gly 


Gly 


Thr 
600 


Asp 


Pro 


Val 


Tyr 


Asn 
605 


He 


Gly 


Ala 


Leu 


Leu 
610 


Arg 


Gly 


Cys 


Cys 


Val 
615 


Val 


Ala 


Leu 


His 


Ser 
620 


Leu 


Arg 


Arg 


Thr 


Ala 

625 


Phe 


Arg 


He 


Lys 


Thr 
630 



<210> 25 

<211> 339 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1794031CD1 

<400> 25 



Met 


Asp 


Glu 


Asp 


Leu 


Ser 


Ala 


Ser 


Gin 


Asp 


His 


Ser 


Gin 


Ala 


Val 


1 








5 










10 










15 


Thr 


Leu 


He 


Gin 


Glu 


Lys 


Met 


Thr 


Leu 


Phe 


Lys 


Ser 


Leu 


Met 


Asp 










20 










25 










30 


Arg 


Phe 


Glu 


His 


His 


Ser 


Asn 


He 


Leu 


Leu 


Thr 


Phe 


Glu 


Asn 


Lys 










35 










40 










45 


Asp 


Glu 


Asn 


His 


Leu 


Pro 


Leu 


Val 


Pro 


Pro 


Asn 


Lys 


Leu 


Glu 


Glu 








50 










55 










60 


Met 


Lys 


Arg 


Arg 


He 


Asn 


Asn 


He 


Leu 


Glu 


Lys 


Lys 


Phe 


He 


Leu 










65 










70 










75 


Leu 


Leu 


Glu 


Phe 


His 


Tyr 


Tyr 


Lys 


Cys 


Leu 


Val 


Leu 


Gly 


Leu 


Val 










80 










85 










90 


Asp 


Glu 


Val 


Lys 


Ser 


Lys 


Leu 


Asp 


He 


Trp 


Asn 


He 


Lys 


Tyr 


Gly 










95 










100 










105 


Ser 


Arg 


Glu 


Ser 


Val 


Glu 


Leu 


Leu 


Leu 


Glu 


Asp 


Trp 


His 


Lys 


Phe 










110 










115 










120 


He 


Glu 


Glu 


Lys 


Glu 


Phe 


Leu 


Ala 


Arg 


Leu 


Asp 


Thr 


Ser 


Phe 


Gin 










125 










130 










135 


Lys 


Cys 


Gly 


Glu 


He 


Tyr 


Lys 


Asn 


Leu 


Ala 


Gly 


Glu 


Cys 


Gin 


Asn 










140 










145 










150 


He 


Asn 


Lys 


Gin 


Tyr 


Met 


Met 


Val 


Lys 


Ser 


Asp 


Val 


Cys 


Met 


Tyr 
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155 










Arg 


Lys 


Asn 


He 


Tyr 


Asn 


Val 


Lys 


Ser 










170 










Ala 


Cys 


Trp 


Ala 


Thr 


Tyr 


Val 


Glu 


Asn 










185 










Cys 


Phe 


Glu 


Glu 


Thr 


Lys 


Lys 


Glu 


Glu 










200 










Glu 


Thr 


Leu 


Ala 


Gin 


Trp 


Asn 


Leu 


Glu 










215 










Ala 


Gly 


Asn 


Phe 


Leu 


Val 


Glu 


Val 


Ser 










230 










Ser 


He 


Ser 


Lys 


Glu 


Leu 


Arg 


Arg 


Leu 










245 










Leu 


Val 


Ser 


Lys 


Thr 


Gin 


Leu 


Glu 


Met 










260 










Lys 


Lys 


Gin 


Asp 


Gin 


Pro 


Thr 


Phe 


Asp 










275 










Ser 


Lys 


Glu 


Glu 


Lys 


Ala 


Thr 


Val 


Glu 










290 










Val 


Glu 


Leu 


Pro 


Glu 


Asn 


Tyr 


Asn 


Gin 










305 










Lys 


His 


Glu 


Lys 


Glu 


Asn 


Glu 


Glu 


Phe 










320 










Ala 


Lys 


Asp 


Val 


Glu 


Lys 


Leu 


He 


Gly 










335 










<210> 26 














<211> 189 














<212> PRT 














<213> Homo sapiens 










<220> 
















<221> misc_f eature 










<223> Incyte ID 


No: 


2060563CD1 




<400> 26 














Met 


Leu 


Gly 


Met 


He 


Lys 


Asn 


Ser 


Leu 


1 








5 










Trp 


Pro 


Trp 


Gin 


Val 


Leu 


Ser 


Lys 


Gly 










20 










Tyr 


Glu 


Glu 


Arg 


Ala 


Cys 


Glu 


Gly 


Gly 










35 










Val 


Thr 


Asp 


Lys 


Pro 


Val 


Asp 


Glu 


Ala 










50 










Lys 


Val 


Ala 


Lys 


Tyr 


Ala 


Gly 


Gly 


Thr 










65 










Met 


Gly 


Met 


Thr 


Val 


Pro 


He 


Ser 


Phe 










80 










Asp 


Gly 


Ser 


Leu 


Gin 


Lys 


Lys 


Leu 


Lys 










95 










Asn 


Gin 


Phe 


Gin 


Ser 


Asp 


Pro 


Pro 


Ala 










110 










Lys 


He 


Glu 


Glu 


Arg 


Glu 


Gly 


He 


Thr 










125 










Gly 


Gly 


Tyr 


Ala 


Lys 


Glu 


Ala 


Asp 


Tyr 










140 










Leu 


Arg 


Ala 


Ala 


Leu 


Glu 


Gly 


Thr 


Ala 










155 










Tyr 


Phe 


Cys 


Thr 


Gly 


Tyr 


Asp 


Pro 


Pro 










170 










Arg 


Asn 


Glu 


He 


Trp 


Leu 


Leu 


Lys 


Thr 










185 










<210> 27 














<211> 530 
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160 










165 


Thr 


Leu 


Gin 


Lys 


Val 


Leu 


175 










180 


Leu 


Arg 


Leu 


Leu 


Arg 


Ala 


190 










195 


He 


Lys 


Glu 


Val 


Pro 


Phe 


205 










210 


His 


Ala 


Thr 


Leu 


Asn 


Glu 


220 










225 


Asn 


Asp 


Val 


Val 


Gly 


Ser 


235 










240 


Asn 


Lys 


Arg 


Trp 


Arg 


Lys 


250 










255 


Asn 


Leu 


Pro 


Leu 


Met 


He 


265 










270 


Asn 


Ser 


Gly 


Asn 


He 


Leu 


280 










285 


Phe 


Ser 


Thr 


Asp 


Met 


Ser 


295 










300 


Asn 


He 


Lys 


Ala 


Gly 


Glu 


310 










315 


Thr 


Gly 


Gin 


Leu 


Lys 


Val 


325 










330 


Phe 


Gly 


Ser 


Val 


Glu 


Thr 


10 










15 


Asp 


Lys 


Glu 


Glu 


Val 


Ala 


25 










30 


Lys 


Phe 


Ala 


Thr 


Val 


Glu 


40 










45 


Leu 


Arg 


Glu 


Ala 


Met 


Pro 


55 










60 


Asn 


Asp 


Lys 


Gly 


He 


Gly 


70 










75 


Ala 


Val 


Phe 


Pro 


Asn 


Glu 


85 










90 


Val 


Trp 


Phe 


Arg 


He 


Pro 


100 










105 


Pro 


Ser 


Asp 


Lys 


Ser 


Val 


115 










120 


Val 


Tyr 


Ser 


Met 


Gin 


Phe 


130 










135 


Val 


Ala 


Gin 


Ala 


Thr 


Arg 


145 










150 


Thr 


Tyr 


Arg 


Gly Asp 


He 


160 










165 


Met 


Lys 


Pro 


Tyr 


Gly 


Arg 


175 










180 
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<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2573955CD1 

<400> 27 



Met 


Leu 


Leu 


Trp 


Pro 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Pro 


Thr 


1 








5 










10 










15 


Leu 


Ala 


Leu 


Leu 


Arg 
20 


Gin 


Gin 


Arg 


Ser 


Gin 

25 


Asp 


Ala 


Arg 


Leu 


Ser 
30 


Trp 


Leu 


Ala 


Gly 


Leu 
35 


Gin 


His 


Arg 


Val 


Ala 
40 


Trp 


Gly 


Ala 


Leu 


Val 
45 


Trp 


Ala 


Ala 


Thr 


Trp 
50 


Gin 


Arg 


Arg 


Arg 


Leu 
55 


Glu 


Gin 


Ser 


Thr 


Leu 
60 


His 


Val 


His 


Gin 


Ser 
65 


Gin 


Gin 


Gin 


Ala 


Leu 
70 


Arg 


Trp 


Cys 


Leu 


Gin 
75 


Gly 


Ala 


Gin 


Arg 


Pro 
80 


His 


Cys 


Ser 


Leu 


Arg 
85 


Arg 


Ser 


Thr 


Asp 


He 
90 


Ser 


Thr 


Phe 


Arg 


Asn 
95 


His 


Leu 


Pro 


Leu 


Thr 
100 


Lys 


Ala 


Ser 


Gin 


Thr 
105 


Gin 


Gin 


Glu 


Asp 


Ser 
110 


Gly 


Glu 


Gin 


Pro 


Leu 
115 


Ala 


Pro 


Thr 


Ser 


Asn 
120 


Gin 


Asp 


Leu 


Gly 


Glu 
125 


Ala 


Ser 


Leu 


Gin 


Ala 
130 


Thr 


Leu 


Leu 


Gly 


Leu 
135 


Ala 


Ala 


Leu 


Asn 


Lys 
140 


Ala 


Tyr 


Pro 


Glu 


Val 
145 


Leu 


Ala 


Gin 


Gly 


Arg 
150 


Thr 


Ala 


Arg 


Val 


Thr 
155 


Leu 


Thr 


Ser 


Pro 


Trp 
160 


Pro 


Arg 


Pro 


Leu 


Pro 
165 


Trp 


Pro 


Gly 


Asn 


Thr 
170 


Leu 


Gly 


Gin 


Val 


Gly 
175 


Thr 


Pro 


Gly 


Thr 


Lys 
180 


Asp 


Pro 


Arg 


Ala 


Leu 
185 


Leu 


Leu 


Asp 


Ala 


Leu 
190 


Arg 


Ser 


Pro 


Gly 


Leu 
195 


Arg 


Ala 


Leu 


Glu 


Ala 
200 


Gly 


Thr 


Ala 


Val 


Glu 
205 


Leu 


Leu 


Asp 


Val 


Phe 
210 


Leu 


Gly 


Leu 


Glu 


Thr 


Asp 


Gly 


Glu 


Glu 


Leu 


Ala 


Gly Ala 


He 


Ala 










215 










220 










225 


Ala 


Gly 


Asn 


Pro 


Gly 
230 


Ala 


Pro 


Leu 


Arg 


Glu 
235 


Arg 


Ala 


Ala 


Glu 


Leu 
240 


Arg 


Glu 


Ala 


Leu 


Glu 
245 


Gin 


Gly 


Pro 


Arg 


Gly 
250 


Leu 


Ala 


Leu 


Arg 


Leu 
255 


Trp 


Pro 


Lys 


Leu 


Gin 

260 


Val 


Val 


Val 


Thr 


Leu 
265 


Asp 


Ala 


Gly 


Gly 


Gin 
270 


Ala 


Glu 


Ala 


Val 


Ala 
275 


Ala 


Leu 


Gly 


Ala 


Leu 
280 


Trp 


Cys 


Gin 


Gly 


Leu 
285 


Ala 


Phe 


Phe 


Ser 


Pro 


Ala 


Tyr 


Ala 


Ala 


Ser 


Gly Gly 


Val 


Leu 


Gly 










290 










295 










300 


Leu 


Asn 


Leu 


Gin 


Pro 

305 


Glu 


Gin 


Pro 


His 


Gly 
310 


Leu 


Tyr 


Leu 


Leu 


Pro 
315 


Pro 


Gly 


Ala 


Pro 


Phe 
320 


He 


Glu 


Leu 


Leu 


Pro 
325 


Val 


Lys 


Glu 


Gly 


Thr 
330 


Gin 


Glu 


Glu 


Ala 


Ala 
335 


Ser 


Thr 


Leu 


Leu 


Leu 
340 


Ala 


Glu 


Ala 


Gin 


Gin 
345 


Gly 


Lys 


Glu 


Tyr 


Glu 
350 


Leu 


Val 


Leu 


Thr 


Asp 
355 


Arg 


Ala 


Ser 


Leu 


Thr 

360 


Arg 


Cys 


Arg 


Leu 


Gly 
365 


Asp 


Val 


Val 


Arg 


Val 
370 


Val 


Gly 


Ala 


Tyr 


Asn 
375 


Gin 


Cys 


Pro 


Val 


Val 
380 


Arg 


Phe 


He 


Cys 


Arg 
385 


Leu 


Asp 


Gin 


Thr 


Leu 
390 


Ser 


Val 


Arg 


Gly 


Glu 
395 


Asp 


He 


Gly 


Glu 


Asp 
400 


Leu 


Phe 


Ser 


Glu 


Ala 
405 


Leu 


Gly 


Arg 


Ala 


Val 


Gly 


Gin 


Trp 


Ala 


Gly Ala 


Lys 


Leu 


Leu 


Asp 
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410 










His 


Gly 


Cys 


Val 


Glu 
425 


Ser 


Ser 


He 


Leu 


Ala 


Pro 


His 


Tyr 


Glu 
440 


Val 


Phe 


Val 


Ala 


Leu 


Ser 


Glu 


Glu 


Asn 
455 


Arg 


Asp 


Lys 


Leu 


Ala 


Ser 


Pro 


Arg 


Tyr 
470 


Lys 


Ser 


Leu 


Arg 


Pro 


Ala 


Arg 


Val 


His 
485 


Leu 


Val 


Gly 


Gin 


Arg 


Ala 


Ala 


Leu 


Ala 
500 


Ala 


Cys 


Pro 


Ser 


Met 


Pro 


Arg 


Val 


Leu 
515 


Arg 


His 


Arg 


His 


Glu 


Arg 


Val 


Val 


Ser 
530 










<210> 28 
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<220> 

<221> misc^feature 

<223> Incyte ID No: 3404792CD1 

<400> 28 



Met 


Ala 


Glv 


Leu 


Glv 


Ser 


Asp 


Pro 


Tro 


1 








5 










Leu 


Thr 


Gly 


Gly 


Ala 
20 


Leu 


Leu 


Ala 


Ala 


Glu 


Leu 


Leu 


Val 


lie 
35 


Arg 


Lys 


Gin 


Gin 


Ala 


He 


He 


Leu 


His 
50 


Gin 


Phe 


Ala 


Arg 


Ser 


Leu 


Ser 


Pro 


Phe 
65 


Cys 


Leu 


Lys 


Met 


Ala 


Asp 


Leu 


Pro 


Tyr 
80 


Gin 


Asn 


Tyr 


Phe 


Gin 


Gly 


Lys 


Met 


Pro 
95 


Trp 


He 


Glu 


Tyr 


Gly 


Thr 


Glu 


Phe 


He 
110 


He 


Asp 


Phe 


Leu 


Asn 


Leu 


Asn 


Lys 


Asn 
125 


Leu 


Gly 


Pro 


His 


Ala 


Val 


Thr 


Lys 


Met 
140 


Val 


Glu 


Glu 


His 


Tyr 


Cys 


Gin 


Trp 


Val 
155 


Asp 


Asn 


Leu 


Asn 


Ser 


Leu 


Ser 


Gly 


Gly 
170 


Gly 


Pro 


Phe 


Ser 


Val 


Cys 


His 


He 


Thr 
185 


Lys 


Gly 


He 


Val 


His 


Gly 


He 


Gly 


Arg 
200 


Phe 


Ser 


Glu 


Glu 


Glu 


Lys 


Asp 


Met 


Arg 
215 


Ser 


Leu 


Ala 


Gly 


Tyr 


He 


Met 


Gly 


Pro 
230 


Lys 


Leu 


Ser 


Thr 


Gly 


His 


Leu 


Ala 


Gin 
245 


Ala 


Met 


Trp 


Thr 


Glu 


Arg 


Leu 


He 


Lys 
260 


Gly 


Glu 


Leu 


He 
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415 










420 


Asp 


Ser 


Ser 


Ala 


Gly 


Ser 


430 










435 


Leu 


Arg 


Gly 


Leu 


Arg 


Asn 


445 










450 


Asp 


His 


Cys 


Leu 


Gin 


Glu 


460 










465 


Phe 


Trp 


Gly 


Ser 


Val 


Gly 


475 










480 


Gly 


Ala 


Phe 


Arg 


Ala 


Leu 


490 










495 


Ser 


Pro 


Phe 


Pro 


Pro 


Ala 


505 










510 


Leu 


Ala 


Gin 


Cys 


Leu 


Gin 


520 










525 


Trp 


Lys 


Lys 


Thr 


Leu 


Tyr 


10 










15 


Ala 


Ala 


Tyr 


Leu 


Leu 


His 


25 










30 


Glu 


He 


Asp 


Ser 


Lys 


Asp 


40 










45 


Pro 


Asn 


Asn 


Gly 


Val 


Pro 


55 










60 


Glu 


Thr 


Tyr 


Leu 


Arg 


Met 


70 










75 


Gly 


Gly 


Lys 


Leu 


Ser 


Ala 


85 










90 


Asn 


His 


Glu 


Lys 


Val 


Ser 


100 










105 


Glu 


Glu 


Lys 


Leu 


Gly 


Val 


115 










120 


Glu 


Arg 


Ala 


He 


Ser 


Arg 


130 










135 


Phe 


Tyr 


Trp 


Thr 


Leu 


Ala 


145 










150 


Glu 


Thr 


Arg 


Lys 


Met 


Leu 


160 










165 


Asn 


Leu 


Leu 


Arg 


Trp 


Val 


175 










180 


Lys 


Arg 


Glu 


Met 


His 


Gly 


190 










195 


Glu 


He 


Tyr 


Met 


Leu 


Met 


205 










210 


Leu 


Leu 


Gly 


Asp 


Lys 


Lys 


220 










225 


Leu 


Asp 


Ala 


Thr 


Val 


Phe 


235 










240 


Leu 


Pro 


Gly 


Thr 


Arg 


Pro 


250 










255 


Asn 


Leu 


Ala 


Met 


Tyr 


Cys 


265 










270 
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Glu 


Arg 


He 


Arg 


Arg 
275 


Lys 


Phe 


Trp 


Pro 


Glu 
280 


Trp 


His 


His 


Asp 


Asp 
285 


Asp 


Asn 


Thr 


He 


Tyr 

290 


Glu 


Ser 


Glu 


Glu 


Ser 
295 


Ser 


Glu 


Gly 


Ser 


Lys 
300 


Thr 


His 


Thr 


Pro 


Leu 
305 


Leu 


Asp 


Phe 


Ser 


Phe 
310 


Tyr 


Ser 


Arg 


Thr 


Glu 
315 


Thr 


Phe 


Glu 


Asp 


Glu 
320 


Gly 


Ala 


Glu 


Asn 


Ser 
325 


Phe 


Ser 


Arg 


Thr 


Pro 
330 


Asp 


Thr 


Asp 


Phe 


Thr 
335 


Gly 


His 


Ser 


Leu 


Phe 
340 


Asp 


Ser 


Asp 


Val 


Asp 
345 


Met 


Asp 


Asp 


Tyr 


Thr 
350 


Asp 


His 


Glu 


Gin 


Cys 
355 


Lys 











<210> 29 

<211> 1364 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1681724CB1 



<400> 29 

gagagagccg 

gacccccaac 

cgatgcggcc 

gcccagggag 

gctggtgatc 

cgagcacaag 

ccaccgcgac 

cacaggagag 

gctgcagtac 

cctgcatccc 

cagacattta 

gctctccgag 

tgatgtgagc 

ggcggagctg 

tggctgtgcc 

cctgggactg 

tgagagggtc 

gctgtcggcc 

cggggcgtcc 

caagaaaaaa 

tgctgtgtga 

ctccccgccc 

agtagacgtt 



ccgcgccgga 
aatctgaccc 
aagccagcgg 
agcctggttc 
gccgagaagg 
gagccctggt 
aacatcatca 
cacgtggtgg 
cgggagctgc 
gagctcacca 
gccaatgcca 
ccctaccttt 
tacctgaaga 
gagaagagga 
ttcaccctcg 
tccaagaaat 
cagagacgct 
gtcatcccca 
ttcctcatgg 
tacatctagg 
ttccccgtga 
ttcgttctga 
gccaatgctg 



gcctccttct 
ccaccaactg 
aggcccccga 
tgtaccactg 
gcctggtgtg 
tcatgcggct 
gtgactatga 
ccctgatgcc 
tggacgcact 
ccgactccat 
ccacggacc t 
ctaaacaaaa 
agatcctcgg 
agctggagaa 
ctgatgtcct 
actgggaaga 
ttgccttccg 
atgctttccg 
gctccctggg 
gccaggcctg 
gctctcagta 
gtaataatac 
tgactcaagg 



ttcctgcctc 
cagctggtgg 
cgctcccgag 
gacccagtcc 
cgaggagcgg 
caacctgggc 
ccagatcatt 
cgaggtgggc 
gcccatggat 
gatccccaag 
catgaaactg 
gaagctcatg 
ggaactggcc 
cgaggggcag 
cctgggagcc 
tggcagccgg 
gaaagtcctg 
gctggtcaag 
tgggatgggc 
gggcttggtg 
actcactgtc 
cgtcagtgtg 
ccagggttca 



tgattccggg 
cccatctccg 
gcggccagcc 
ttcagctcgc 
gacgtgagcc 
gaggaggtgc 
gactatgtgg 
agcctgcagc 
gcctacacgc 
tacgccacgg 
gaccatgaag 
gccaagatct 
atggtgctgg 
aaatgcgagc 
accctgcacc 
cccaacctgc 
ggtgacatcc 
aggaaacccc 
tactttgcct 
tctgactgtc 
tcatgaacac 
aaaacattcc 
atta 



ctgtcatggc 
cgctggagag 
ccgcccattg 
agaaggtgcg 
tgccacagag 
ccgtcatcat 
agcgcacctt 
acgcacgggt 
atggctgcat 
ccgagatccg 
aggagcccca 
tggagcatga 
accagattga 
tgtggctctg 
gcctcaagtt 
agtccttctt 
acaccaccct 
catccttctt 
actggtacct 
ggtgtctctg 

ttggacagcc 
gtagtttaga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1364 



<210> 30 
<211> 505 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1718047CB1 



<400> 30 

cggctcgagg 

gacctgaagg 

ggagttcagc 

catggtgact 

gacaggggag 

tctggccaac 

tcacccaccg 



agagattcac 
cagatggctc 
gttctgctga 
gtggtggagg 
ccccaagagc 
cctttcctgg 
ccctcctcct 



gcaccctcaa 
ttcttaaggc 
atcagcaggt 
actggatgaa 
gagacaaggc 
ccaagtacag 
agctcaggga 



gagtgtgggt 
caataaggat 
cttcaatgat 
cttctacatc 
tctgcaggag 
ggacttcctg 
cccagccccc 



gagacatata 
ctcatttccg 
cctctcgtct 
aactattaca 
cttcggcaag 
aagtctcatg 
cctctctgag 



cagcctgtta 60 
caggattgaa 120 
ctgaagaaga 180 
ggcagcaggt 240 
agctgaacac 300 
agctcccgag 3 60 
aaactctgac 420 
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cttcatgtcc ttaggctgtg ctcctgccac tctaccctga cacctcaata aagaccagtg 480 
ctggttttgt tggaaaaaaa aaaaa 505 

<210> 31 
<211> 926 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<223> Incyte ID No: 



1980323CB1 



<400> 31 

gtccggggtc 

acgcatcggg 

ggggactcgg 

ctctgcgcgg 

cagaccccgg 

ccccggagga 

agtgggtcag 

cgaaactgaa 

ctccagtgac 

tttccctgta 

tcttcattga 

gtgcccaaaa 

aagttttcga 

atagaaataa 

aaaaatgaaa 

tgacctataa 



gtgagccggc 
tgggctcggg 
ggcctcggcg 
ctgaccaggc 
ggcggccgag 
cgccggcccc 
cacgtccgtg 
cagctacatt 
aagctacgtg 
tattccctct 
agatagagcc 
gaatcaagaa 
tgagaaggtt 
tgaagtgtgg 
ggaagttctg 
gtaaaaaaaa 



cccgccttgg 
tctccagccc 
gggcgcgcac 
tcccagagcg 
gacgcggcgg 
cagcccggaa 
gagtctatgg 
caaggcaaaa 
gagcctggtt 
gaacagcaat 
gaaatgactg 
caacttttga 
tactacactg 
ttgattcaaa 
ctgtcagagg 
aaaaaa 



tggcggcgcc 
ggccgggagg 
acgcaggcgg 
tcacgccgcc 
cccaagctgt 
gttatgagat 
actgggattc 
acgagaaaga 
caggtccttt 
ttgatccacc 
tgtttgtacg 
cattagcaag 
caggctacaa 
aaaatgaacc 
caaaacatct 



ccctcgcggt 
agggaccggg 
ggcggcccgg 
catggccgag 
ggagacgccg 
ccgacactat 
agccatccag 
gatgaaaata 
tagtgagtct 
caggccttta 
gtctttcgat 
cattttaagg 
cagtcctgtc 
caccaaagaa 
gtttatcata 



ccagaggcag 
tctgcggagc 
ggtgcggggc 
ccgctccagc 
ggctggaagg 
ggaccagcca 
acgggcttta 
aagatgacag 
accattacca 
gagtcagatg 
ggattttcta 
gaagatggaa 
aaattgctta 
aacgaatgag 
gacatcaaca 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

926 



<210> 32 

<211> 1364 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 



1990956CB1 



<400> 32 

gacaacagcc 

tcgtggctcg 

gccaggggcg 

aagtgtcgcg 

ccaggagtaa 

caacaagaaa 

ttgggagggg 

cttgtcccta 

gatgatgtag 

cagatgaggc 

ctcatacctt 

tgtatttttg 

atggaaatta 

tggcaattca 

tcaaaaagca 

tattactttt 

ttcttgtccc 

aatgtatgtt 

caggcagggg 

aatctccatt 

tggtgtgtgt 

aaccgtaaac 

agaaaagtat 



ccacgtgacc 
ttccattctc 
gccccgaaat 
gcggcgcacc 
tggagtccaa 
acgaaggagg 
gtgaaggcca 
attttcgatg 
aaaggtttgt 
actatatgcg 
gaatcctaaa 
tgatttactt 
gaattctaat 
cctattttag 
gtctgtattc 
cctcctccgg 
tgaccaaaaa 
ctagtgtttt 
catttaaaaa 
tttaacaaac 
gtacgtaact 
aataaacaat 
gagaccttaa 



ggccaacact 
ggcggtggta 
taggaagcgg 
tcgcgtcaag 
agaggaacta 
ggagcaggcc 
gaagcctgga 
ggccatacct 
agggcagatg 
cttccaaact 
agttttcgct 
tttctgtaag 
tgaatattgt 
gaaaaatact 
catcatcttc 
ctacctggac 
agaatgatca 
tcagagtgag 
tgtaggacct 
tctcttaagt 
atatacatat 
atcaagataa 
aaaaaaaaaa 



gagtgttgtc 
cctgctcccg 

aatccggagg 
gcggcaaaca 
cccacgcaga 
ggaaatatca 
aataggcata 
atggaaatca 
cctgaacctg 
gaggttaatg 
ccttttggtg 
tttgtctcag 
cttttcataa 
ctttttcatt 
tcaaaatctc 
tacccagaat 
tctaccatct 
atcgtccaga 
aattctgatg 
gtgtgtgtgt 
atctgacttt 
aaaaaaaaaa 



tcgctctggc 
gtggccctga 
gtctgcaggt 
aggagactgc 
atctcaacgg 
atgaagaaga 
ggcgggggcg 
ttgagcacaa 
agagaaagac 
acaaccatta 
tgaacactgc 
tttacactta 
cctaaaagtt 
tatgaaatgc 
ccagtcctta 
agttgtcttt 
tcaatgtttg 
gtataaaaac 
ctcacagagt 
tgtaccaaaa 
gtatatatat 
gatgggcaag 
aaaa 



gtcagagccg 
ggacgtgtgg 
ctgcggggct 
aaggataggc 
ggaaaatgcc 
atcccgccat 
agttaggcga 
tgaagcgaga 
tagggaacag 
tgacttttgc 
tttacaagct 
ccagtttcta 
acggtcagca 
ataaagcagt 
tttttgtaag 
gacagttttt 
atattttaag 
accttggggg 
ggggctccag 
tcagtgccat 
aatgtgtcat 
taattaaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1364 
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<210> 33 

<211> 464 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<223> Incyte ID No: 



2009069CB1 



<400> 33 

gagcaggaat 

ctaatgaaga 

ggaagacacc 

aggcgaaaag 

caggaaaacc 

aaaaaatgaa 

tctagaggtc 

gttaaaacca 



tcggcacgag 
tgtggacgaa 
ccgtcaacga 
accccttcga 
taagaaagct 
gaaagaagag 
cgccactgaa 
tgaaaataaa 



gaattcagta 
cacaccccat 
aggtccagaa 
gggagctcga 
agaggaccaa 
gccgacaaag 
aagtcatcaa 
atcaacctga 



tggcaaaggt 
caacctcaag 
gcggcgttaa 
gccaaaaagc 
tactgcgtgg 
agcaaagcga 
tcatacagtc 
atcgaaaaaa 



gaccagtgag 
taccaaaggg 
gggcctaaag 
cggtgaaact 
tcgttatcac 
gacctcagtt 
agtgaattct 
aaaa 



ccacagaagc 60 
aggaagaagg 120 
accaccagga 180 
aacacccctg 240 
cggctgaaag 3 00 
ctgtgatgtc 360 
acaccaacag 42 0 
464 



<210> 34 

<211> 1549 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2009435CB1 



<400> 34 

ttccctgggt 

agggacttgg 

catggccaag 

cctcagcatg 

gggcacacag 

catgccagtg 

ctgggagact 

ctgtgaggaa 

agcccttcgg 

acttacacca 

cccatgtcac 

ctcccctccc 

cctacatcgg 

ggaaccctgc 

gtctcctggg 

tgggtccaga 

ggctctcctt 

tggtgctgga 

cacatcacca 

tgaccagcta 

tctactccga 

cagttaggtc 

cttgagccct 

gagctatttc 

gtcagcatca 

tttggatgtg 



cgacccacgc 
agtgcagatg 
atggagctct 
ctatcactca 
aaggtgccca 
cccctggatg 
ggggatgacc 
actgtggaag 
tccagtggta 
ccagccaaga 
cccactctcc 
ttggggcttt 
acttcaattc 
ctgtgggctc 
gatggtggcc 
agactggaga 
cacctgctgc 
gttcaagtgc 
tcagtgtttc 
ccaccagtat 
gctgcggaac 
atctgtagag 
accttacacg 
cagattaaat 
ctgatgaata 
gatcaacxtt 



gtccgggaag 
gcatccttcg 
cgaaggcctt 
gcttctccac 
agcccctgtg 
gagataccaa 
ggttctcctt 
aaccagcact 
cagcggcagc 
gaggtgagaa 
gatttggagg 
gtggcaaaaa 
atcagcttcc 
aaactgagcg 
cacatgatgt 
ccacatgttt 
atggcgtcgg 
aagcatagta 
cctcggcggc 
cataatcagc 
aagggatttc 
gaagagcagt 
tctgctgatt 
agtttttcta 
tttcttgcca 
aaaatatcct 



acagtttgca 
gttcttccag 
ctctggccag 
aacatccctg 
cgagaaaggt 
cacatccacc 
ccggagcttc 
gctccatccc 
aaaaggggag 
aggactactg 
gaagcggttg 
tcctatggtt 
tcctgctact 
cctttgctgc 
attcacaagt 
ggaattatgg 
ctgtcaccac 
agagcttcaa 
tgtcaagtgc 
ccatccactc 
aaagaggggc 
gttaggagtt 
atcaacatgt 
aaactttctg 
cagaggtttt 
gggtgactcc 



ttcttgcaac 
acaagctgca 
cggacactcc 
ctcagcaact 
ctggcagcca 
caggaggtgg 
cggagtggca 
cagtcctgga 
aggtgccgaa 
gaatttgcca 
atggagaagg 
atccctggga 
aacagact tg 
tgtttcctct 
cttccaagcg 
ctgggccttc 
cttcaacacg 
ggaaaacccg 
agcccccacc 
tgtctctgag 
cagccaggag 
aagcgggttt 
gcttaagcca 
tccttcttta 
tcttgttttt 
ggttcacca 



attaaaccaa 
agacgctgac 
tatctgccat 
actggtttgt 
agtgctttga 
tacaatacaa 
tgtggctatc 
aacaatttag 
gtttcattga 
cgttgcaagg 
cttccctccc 
acgcagatca 
ctactcactg 
gtcctgtcag 
actgtcaact 
tacatggcct 
tacaccagga 
aactgcctac 
gtgggtcctt 
ggagtcgact 
ctgaaagaag 
ggggagtagg 
aaaagctctg 
ctgggggcct 
cccggattcc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1549 



<210> 35 

<211> 1205 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
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<223> Incyte ID No: 2027937CB1 



<400> 35 

ctttgttgag 

gcagcagtgc 

ccaagcaaag 

tctagtgcag 

cccacagcaa 

tgcagagcca 

tcaggagaag 

aagaagatgg 

tgggtacctc 

tggtctgtgt 

gttctcagca 

cacagaagcc 

gccaaggata 

actgaattct 

ccacaggtgt 

gtctctgtac 

ttaaaatgaa 

atggatgttt 

agttctcacc 

tgttctccag 

tcctg 



tcttgttgaa 
aagcagcca t 
gctgaggagg 
gcccaggagg 
ggccaagagc 
tgccaggagc 
tgctcatccc 
ccagcagatg 
tgtgtgcaat 
ctctgaagac 
gtctgatgga 
tagcacagct 
ccttcattca 
gatggacttt 
tgagacaaag 
actaaaaaga 
ccgaaagtat 
ggtgcccttg 
atgtacactc 
cttccttgcc 



gatcaggctc 
gtgtgccccc 
tgtgcctccc 
tatgtctttc 
catacctacc 
tattccagac 
ctggcaaggg 
aaaccctgac 
gtaccttctt 
agttctttct 
aggtctcaaa 
tccttggtgc 
tctttcagag 
ccacttatca 
cggcttgcgg 
acagcaaatt 
gtaaacgatt 
tcaatctctg 
tttagagatg 
ttcttctccc 



tgcaaatcac 
tccatgcctc 
cacatgccag 
tcagtgccag 
tccatgccaa 
aaaatgtgtg 
aaagtagctg 
cccagcccac 
gcctcctggc 
gtatttcatc 
tgtaggaatg 
aaaaattcac 
tttcaggctc 
ccaccaccac 
tgtttcaaaa 
attgaacttt 
gaatccaaac 
tgcttcatag 
tgat ttgtgt 
tggtgaaggt 



cctaggatgt 
ccaaagaccc 
cacccctgcc 
gaatcaagtc 
gaccagtgtc 
gaggtttgcc 
ctcatatgtc 
gctctggtga 
ttccttagca 
accc tctgtg 
gtgtggttgt 
ccagctctgg 
tcaaataagc 
cacctccacc 
atcaaaaatt 
gaaatgttgg 
aaccagaagg 
ctggtctaat 
ctgtgtgatg 
aaaatacata 



ccttcagtga 
aggagcagtg 
aagataagtg 
aagaaaaatg 
cacctcagtg 
cacagaaagt 
atctgggttc 
ccttcttctg 
ttccaggact 
aataagcatc 
cagggaagac 
gtgtgtaaca 
c tcaaaacaa 
accaccacca 
tggtgatttt 
ttgtgctttt 
gaaagataag 
gtgggccctt 
caggctggtc 
ataaagctga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1205 



<210> 36 
<211> 4061 
<212> DNA 

< 2 1 3 > Homo s ap i ens 



<220> 

<221> misc_f eature 
<223> Incyte ID No: 



2722347CB1 



<400> 36 

ccggcgcggg 

cagaatacag 

gtggacctgc 

tcctccatca 

acgggcattg 

gaggaaggac 

ccccaggtga 

gtgctggagc 

gagcggttct 

tctgaggcct 

ctaaagaaca 

ttcctgcgga 

ctggccaacc 

tatgaggagc 

tacctgactc 

atggatggaa 

aaaattgata 

gagctggcca 

tgcacccaga 

gatgaccaca 

ggctcagggc 

ctgcggggtc 

aagctggttc 

tatgagagag 

atcgccatga 

gccatcagga 

cccctgcggc 

cgaaagacca 



gccctgcggt 
aaactgcagc 
ttgaagagct 
tgtaccaggc 
caaggtacat 
atgagtatgc 
aatgcaacga 
cggaggtcac 
gcagcgaggt 
acctcctgac 
tgaagtgcag 
agatggcaga 
acaacaggat 
tgctggctga 
ccagtgagaa 
atgtcagtaa 
aat tctttaa 
gatacattaa 
gcagcatcag 
tccgcttcat 
tggacagcca 
tgcagcttct 
atcccacaga 
ccacacgcta 
tcaaaggcct 
acaccatcta 
aggcggtacg 
tctgtgactg 



agcctcaggc 
catgaccacg 
tcccctcccc 
taactttgac 
tgagcaggct 
ggtcatgctg 
gcagcccaac 
caagctcatg 
gaagcggctg 
ccttggcaag 
cgtcaagaat 
tccccagtct 
cacccagtgt 
cattgtcaac 
acatatgctc 
catttacaaa 
gcagctgcag 
gaccagtgct 
cccccagtac 
ctccgagctc 
gaagtcagac 
atccaagtgg 
caagttctgc 
caattacacc 
gcaggtgctc 
cgcggcattg 
gaagaagaag 
ggagggaggg 



ccctcccctg 
cacgtcaccc 
gaccagcagc 
acaaactttg 
acagtccact 
tacacctggc 
cgagtagaga 
aagttcatgt 
tgccatgccg 
ttcatcaaca 
gaccactctg 
atccaggagt 
ctccaccagc 
atctgtgtgg 
ctcaaggtga 
ctggatgcca 
gtggtgcccc 
cactatgaag 
aatatctgcg 
gctcgctaca 
gaggagtatc 
agcgcccacg 
aacaaggact 
agtgaggaaa 
atgggcagga 
caggacttcg 
aatgtcctca 
cgagagcccc 



gacccgccgc 
tggaagatgc 
catgcatcga 
aggacaggaa 
ccagcatgaa 
gcagctgttc 
tctatgagaa 
attttcagcg 
agcgcaggaa 
tgtttgctgt 
cctacaagag 
cgcagaacct 
aacttgaagt 
attactacga 
tgggctttgg 
agaagagaat 
ttttcggcga 
agaacaagtc 
agcagatggt 
gcaacagtga 
gcgagctctt 
tcatggaggt 
gtcctggcac 
aatttgcctt 
tggagagcgt 
cccaggtgac 
tcagcgtcct 
ctaatgaccc 



agagccagtg 
cctgtccaac 
gcctccacct 
tgcatttgtc 
tgagatgctg 
ccgggccatt 
gacagtagag 
caaggccatc 
ggactttgtc 
cctggatgag 
ggcagcacag 
ttccatgttc 
gatcccaggc 
gaacaagatg 
cctctaccta 
taatcttagc 
catgcagata 
caagtggacg 
tcagatccgg 
ggtggtgacg 
cgacctagcc 
gtactcttgg 
cgcggaggaa 
cgttgaggtg 
cttcaaccag 
gctgcgtgag 
acaggcaatt 
atgcttgaga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 
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ggggagaagg 
tccagcacac 
ggctccaaga 
tttcacaaac 
tgttgtgacc 
cgaatccagt 
accaaagaac 
gcctactatg 
gtgaacctgt 
aaagccatgg 
ggcgtcatca 
gtccagctgt 
gccatgtata 
attgtggagc 
catatgacgc 
ccctatggcc 
tactgctaca 
ccacaacgag 
aacattgcct 
aagactatct 
aagattgtga 
gtgatgccca 
ttcttccacc 
cagagcctga 
tctcaggagg 
gtctacatca 
gccccgctcc 
gctcgcgagg 
gtcatcctga 
accaatggcg 
cagttcgtgt 
gatggcttga 
gacctgttcg 
atcattaaga 
aacaatgagg 
actgtggagc 
taagcagaag 
cacagccagc 
acctccccaa 
ctccatgctg 



accccaaagg 
agctgtacat 
agaccctgag 
agtccttctt 
tctcccagct 
tccccatcga 
cttccatgat 
ctctgaccaa 
gttttgatca 
ctggcagtgt 
ttccgtatcc 
tgggtagatc 
aatccttgga 
tggagtggct 
tggacagctt 
gtatcaccct 
atgggtccac 
acaaacctgc 
acagccacat 
gcagac tcct 
agagcttgct 
agatatgccg 
accagctgaa 
gggaagtggg 
aggtctgcga 
aagaggggga 
acctggtccc 
gtgacctcct 
cccgcattcg 
tcatgcacgt 
actgcatccc 
actgggctgg 
acttctgtta 
atgtgcccct 
tttttgccat 
atgtgcgctg 
atcctgcaga 
ctgccatagg 
acacatcacc 
gtttctccat 



tggatttgat 
ggtgcggacc 
gagcagcctg 
cttcacacat 
ctggttccga 
gatgtccatg 
ggagtatgtc 
gtttaaaaag 
gtttgtctac 
cctgttggat 
accgtccaat 
aattgacttg 
ccaagctatc 
gctggagatt 
cgatgccatg 
gcatgccttc 
taaccgtttt 
caacgtccag 
ctacagctcc 
gggttatcag 
ccaaggaacc 
cttgccccga 
ggacatcatt 
caatgccatc 
tttgctccat 
gcgcctggag 
tctgatcgag 
gaccaaggag 
gagctacctg 
cgatgagtgt 
tgtgggaacc 
ttgctccatc 
ccacctgcta 
gaagaagatg 
cctgaacaaa 
cttccagcca 
cccttatctg 
atccaactgg 
actccctagg 
agcataaatg 



atcaaggtgc 
atgcttgaat 
gatggaccca 
ctgctcaaca 
gaattcttcc 
ccctggattc 
ctctaccctc 
cagttcctgt 
aagctggcag 
aaacgttttc 
cgc tatgaaa 
aacagac tea 
ageegctttg 
aaccggctca 
ttccgagagg 
tgggaactga 
gtgcggactg 
ccttattacc 
tacaggaatt 
ggcatcgctg 
attctccagt 
catgagtatg 
gagtaegcag 
ctcttctgcc 
gccgcaccct 
gtccggatga 
cggctgggga 
cggctgtgct 
caggacccca 
gtggagttcc 
aacgagttca 
attgtcctgc 
aaagtgcaga 
gccgaccgga 
tacatgaagt 
cccatccacc 
gaggaggaag 
acaacgtgtg 
gcggggcctg 
aaaaaaaaaa 



cccggcgtgc 
cactcattgc 
ttgtcctcgc 
tcagtgaagc 
tggagttaac 
taaeggacca 
tggatctgta 
acgatgagat 
accagatctt 
gagctgagtg 
cactgetgaa 
ttacccagcg 
agagtgagga 
cgcatcggct 
ccaatcacaa 
actttgactt 
ccattccttt 
tctatggatc 
tcgtggggcc 
tggtcatgga 
atgtgaaaac 
gctccccagg 
age tcaaaac 
tcctcataga 
tccaaaacat 
aacgtctgga 
cccctcagca 
gtggcctgtc 
tctggcgggg 
accggctgtg 
cagctgagca 
tgggecagea 
ggcaggaegg 
tcaggaagta 
ccgtggagac 
agtccttggc 
agaagcagga 
ggatggacct 
tgeatgetet 



tgtggggcca 
agacaaaagc 
catagaggac 
cctgcagcag 
catgggcega 
tatcctggaa 
caacgacagc 
agaagctgag 
tgettactae 
taagaattat 
gcagagacac 
catctctgcc 
cctgacctcc 
gctctgtaag 
tgtgtccgcc 
tctccccaac 
cacccaagaa 
caagcctctc 
acctcatttc 
ggaactgeta 
actgatagag 
gatcctggag 
agacgtgttc 
gcaagctctg 
ettgectaga 
agecaagtat 
aatcgecatt 
catgttcgag 
cccaccgccc 
gagegecatg 
gtgtttcggc 
gcgtcgcttt 
gaaggatgaa 
tcagatcttg 
agacagttcc 
caccacttgc 
gagagaaagc 
ggaaacaagc 
cccatgacat 



1740 
1800 
1860 
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2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
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<210> 37 

<211> 773 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2759876CB1 



<400> 37 

gcagttctcc 

ttgagaaagc 

ttggctggat 

ggactatgac 

agaggactat 

tcccgaggag 

gcacatgacc 

cccccccagt 

aatggccttg 

tacatttact 

agaattagaa 

gtagcagaat 



tgcctcagcc 
ggtagttttg 
gctaagatgt 
ccaaattgtg 
tacgtgggag 
taccagttca 
agcttagctt 
taaatctaag 
tagcttgaaa 
ttgttttcta 
agtaggggtg 
tgeacaaett 



tcctgagtag 
gttggagggg 
cagtggacat 
aggaagagga 
tagecagega 
ettgettgae 
ctgtcctaaa 
gatgagctgt 
ccaaatttaa 
atatatgeat 
ggacagattc 
tgcacgtttc 



ctgggattac 
gaaaaatcaa 
gaatagccag 
agaagaagaa 
tgtggagcag 
ctacaaggaa 
ggtgagcagt 
tgttaattaa 
gtgtatgtca 
gtctaaggtc 
aagaaagatg 
aggaagtgag 



agacaaaaat 
ctgctttcct 
gggtctgaca 
gaagacgacc 
cagggggctg 
tctgagggtg 
gttgtaaact 
tgtctcctcc 
acatcatttg 
ctcagattcc 
taccatacca 
ttttcagaat 



actaatgeat 
gatctgeaac 
gcaatgaaga 
ctggggacat 
atgcctttga 
ccctcaatga 
ccagtgtaat 
agactaattg 
gacattttgt 
caaattagta 
gaaatgtgta 
tttatgaggt 
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tgatacaata agcatcagaa tcaccatctt ctgtacgact gtgagtgact gat 773 

<210> 38 
<211> 2116 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2763735CB1 



<400> 38 

ctcgattggt 

gcctttggat 

agaaatattg 

caagatgcag 

tcagaagcct 

atgcaccgat 

accttatgca 

ataccagaca 

tggactacct 

tgccaatatt 

tattcttggt 

tcagactaac 

gcctagtgtc 

aagtccatct 

catgactagc 

attagaacgg 

tactggatcc 

aacaatggaa 

ggagtgtgac 

caactacagt 

atctgtgggt 

agtgagagaa 

gaaggaagca 

aactgcatta 

cactaccacc 

atttcctatt 

aattgtgtca 

agccaaacag 

tcaccaggct 

ctccttttca 

tctctctctg 

tccctccctc 

tttatccatg 

agtgagctgc 

caatggactc 

gttttcaaaa 



tctactgtgg 
tgtgaaaact 
gtcctcatgg 
gaatcaggag 
gaaacatcaa 
tacatccctc 
catattctct 
ctacagcaga 
ccttttgctt 
ccagcagcag 
cagaatcagt 
agtgatgcag 
atggcgcctg 
ttgtcccaga 
aagaaccggg 
gtatttctgt 
tatgcccaga 
gaaatgattt 
caggtacatg 
ttctcaacag 
gttcagggag 
atctatgata 
ctgcagagat 
aagtccttac 
cagctggttc 
gagaacatct 
aggtttggaa 
cacaacatgc 
ttagagcttg 
ctcctgaagg 
tgtctctgtc 
ccttcctctc 
gaatgctggc 
agccccgtgt 
actgcagcta 
aaaaaa 



gtctggactg 
gctgagagag 
aagaagagca 
agcaaactat 
gccttgcttc 
gctcatccaa 
cagttcctgt 
ctcaacccta 
caagcacaaa 
cagtagccag 
accaggcctg 
agagcaccac 
cacctgcagc 
ctacaccaag 
gcaagaggaa 
gggacttgga 
aatatggaaa 
ttgaagtggc 
tggaagatgt 
atggtttcag 
gtgtggactg 
agcataaaag 
taagagcaga 
ttctcatcca 
cagccctggc 
atagtgctac 
agaaagtcac 
ctttctggag 
attttctcta 
gagctggaga 
tctatctctc 
tccctccctc 
gagaacacaa 
tcatctccat 
cagtgctttt 



atctccatgt 
acttgcaatc 
agatttacca 
aagtcaagta 
aaaccttccc 
tgattatacc 
ttcggaaact 
tgctgtctac 
tgccagcctg 
catctcaaac 
ctaccccagc 
attagcagca 
acagagactt 
taaagatact 
agctgatgcc 
tgaaaccatc 
ggacccaaca 
tgatactcat 
ggcttctgat 
tggctcagga 
gatgaggaaa 
caacgtgggt 
aattgaagtt 
gtccagaaag 
caaggttctc 
caaaattggt 
atatgtagtg 
gatcacaaac 
agaactggaa 
ctggaaccaa 
tctctttctc 
tctgcctctc 
tcagaaccaa 
acagaagcag 
aatttttctg 



cctgttgtgg 
cagtcacata 
gagcaaccag 
agcaatccag 
atgtcagagg 
tcacaaatgt 
gcttaccctg 
cctcaggcaa 
atatctactt 
caggattatc 
tccagctttg 
accacatacc 
tcctctggag 
gatgatcagt 
acttcttccc 
atcatcttcc 
gtagtgattg 
ctatttttca 
gacaatggcc 
ggtagtggca 
ctagctttcc 
ggtctcc tea 
ttaacagatt 
aattgtgtga 
ctatatggac 
aaggagagct 
attggagatg 
catggagacc 
tgaggagect 
ctgagaact t 
tctttctctc 
tctctctctc 
cagctgeaat 
ggacagttgg 
tgttttgttt 



ggcttttaca 
agtataataa 
tgaaaaaagc 
atgtcagtga 
aaattatgac 
attctgeaaa 
gacagactca 
cccaaacgta 
cttctacaat 
ccacctatac 
gagtcacagg 
agtcggagaa 
acccttctac 
ccaggaaaaa 
aagacagtga 
actcacttct 
gctcaggttt 
atgacttaga 
aagacttgag 
gccatggttc 
getaceggaa 
gtccccagag 
cctggttagg 
atgttctgat 
taggagaaat 
gctttgagag 
gaegagatge 
tagtatccct 
tccccttgag 
tctctgtctg 
tctccctctc 
tctctctgtc 
ttttgctaag 
atagagagaa 
ttgttttttt 
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<210> 39 

<211> 2556 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2848676CB1 



<400> 39 

cgagaagtcc aggggtggcc gtgatggcgg 

gtgccgggcc tggcccagga gcggtcgcaa 

agccggtggc agegggagea gccgctcctc 

ttgagcccag ttceggggag getgaaggeg 



eggcaggage aggacctggc caggaagegg 60 
atgeaacagg ggcagaagag ggggagatga 12 0 
ctggagaggg gatctctget gctccgacag 180 
gggaggcaaa cttggtcgat gtaagcggtg 240 
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get tggagac 
aggtgatgga 
tagagctgea 
cctcatcctg 
gtgggaatac 
tggccaacct 
aagataagga 
gacctgggaa 
tattcttggt 
aatttggac t 
agagcagtgc 
gaaaaggacg 
aggeceggag 
aacacccgtt 
ctgaccccga 
acagagectg 
agatctcaga 
ctcatggagt 
ataccgctgc 
atgataaatt 
gcaaacacta 
ctgaagacac 
aattcaagag 
tgaagcagac 
cttacaaaga 
eggtttccat: 
ctatgagtga 
acgtggagac 
cttttctgtc 
tctcaaatgt 
ctgggtagga 
gctcttattt 
gtgaaategg 
ctaaggagtg 
ggcattgact 
gaaatcaatg 
ggttttgttc 
tggaagtgta 
ataaaacttg 



agaatcatct 
tactcaggcg 
atgtgggatt 
tctacctttc 
ctatttcctc 
gacatggcag 
tattatacca 
aatgacttgg 
aaaggaacac 
tttggatcag 
tgtgtctact 
aggagecaag 
tgaccctttg 
taacaaagat 
gaagctggaa 
cttgtatgaa 
tgaccggctg 
aeggaagggt 
cagactgggt 
tagctattct 
ctcttctggc 
agagacagee 
ttatttgtat 
tccccatagt 
tatttttgag 
taactttgga 
catgggctgg 
agaagtggat 
aaggactttc 
tctcccaaag 
ctgegggaga 
tgtgtaccat 
tgctgtactg 
aataatattg 
gtatcccacc 
gctatacatt 
attttgaaat 
attgtgaaag 
ttttgaagtt 



aatggaaaag 
ggctccgtgg 
tgtacaaaat 
atgaccaact 
eggaagcaag 
tcccgaacac 
tttattgata 
ccaaataaca 
ccagatccag 
gaccttagta 
agtgggaatt 
cgcaaacagc 
ttttctgetc 
ggctatcggt 
ettgactget 
cgggttttgt 
actgtggttg 
gectggtatt 
tggtcccagc 
tggeggagea 
tatggacagg 
aagtcattgc 
tttgaggaaa 
gagataatat 

ggggtttact 

ccatgcttca 
ggcgccgtgg 
gggaggegea 
tgggaataat 
atgctaaaaa 
ctgcctgcct 
aagccaacaa 
cataccctgc 
tccgagtaac 
tgttttccaa 
ccaaaccaat 
acacttttga 
aaacttgett 
taaaaaaaaa 



atacactaga 
atgaagagaa 
ggttcacggc 
acagttttca 
caaacttgaa 
aggatgaaca 
aatactggga 
ttgttaaaac 
gcagtaaaga 
acattggtcc 
taaatggggg 
aggatggagg 
agcgccttcc 
atattctagc 
gggcaggaaa 
tagccctaca 
gagagaaggg 
ttgaaatcac 
ccctaggaaa 
aaaagggaac 
gagaegtect 
cagacacata 
aagactttgt 
tttataaaaa 
tcccagccat 
agtatcctcc 
tagagcacac 
gtcccccatg 
actgggggtt 
cacagcctct 
ttcaccattt 
ccgctgactc 
cagctgtgac 
taacttattt 
ggaaatggta 
etaaaegcta 
acactgagat 
gcagctttaa 
aaaaaa 



aggtgctggg 
tggccgacag 
tgacacattt 
ttgcaacgtc 
ggaaatgtgc 
tccgaagaca 
gtgeatgaca 
aatgagtaaa 
tccagaagaa 
tgettatgae 
aattgeagea 
gaccacaggg 
ccc tcatggc 
tgagectgat 
acctattcct 
tgatcgagct 
ctactctatg 
tgtggatgag 
ccttcaagct 
caagttccac 
gggattttat 
caaagataag 
ggataaagca 
tggtgtcaat 
ctcactgtac 
gaaggatctc 
cctggctgac 
ggaaccctga 
ttgtttttgt 
ccttttagca 
tctccccact 
caggattgea 
ttgttatcct 
aaaagacatt 
acctgtttct 
tttccttttg 
cegtaaaact 
caaaatgaga 



gatacatcag 
ttgggtgagg 
ggcatagata 
tgccatcaca 
ettagtgett 
atgttctcca 
accagacaga 
gaaagagatg 
gattacccca 
aaccaaaaac 
ggaagcagcg 
accaccaaga 
tacccattgg 
ccgcacgccc 
ggagacctct 
ccccagttaa 
gtgagggect 
atgccaccag 
cctttaggtt 
cagtccattg 
attaatcttc 
gctttgataa 
gagaagagee 
caaggtgtgg 
aagagctgea 
acttaccgcc 
gtcttgtatc 
ccaggtccct 
ttttgaactg 
agttaaaagg 
tccagtgact 
taagccccct 
actatatttt 
tccttctgtg 
gagaacacct 
gtgtgggttt 
actagatctc 
aacttcccaa 



300 
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<210> 40 
<211> 1394 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2956153CB1 



<400> 40 

gcccagacga 

gcacccaacg 

cgcaaggtgc 

ttgaaacacg 

ttggagtaga 

cctgtggtta 

actgtgcttt 

tttaaatgtc 

aacagtctta 

ggacctccat 

gcatgccttc 

tcaaagtgtg 

cccctggcac 



attcccttgc 
cctcctccct 
ccaagcaagg 
caagaaggaa 
tgaggaatgg 
acccgttccc 
cattctgcca 
acctgtagca 
ctgtatctgg 
caactgagag 
aaaggtgtag 
cacaaaaatg 
tgcgactgta 



ggccgctgca 
gagecacgag 
aaagaaataa 
atcaatagtg 
getegtgatt 
tctccatgtg 
gtatgtgtcc 
atgeaaatet 
actccaatca 
ttctcaacct 
ctgaaacctt 
ccttcaataa 
ctctacagca 



gccctggcag 
gatggagcag 
tgaagagaca 
tggacagggc 
atgetgacat 
tctcctccta 
caagggctgt 
caaggaaata 
gatcacatct 
gtccaaaaat 
gcagactctg 
cctgaaggcc 
agttctgagg 



gcgcacaccc 
ccaccccggc 
catgtgttag 
tggaaccttt 
tccagcatga 
caaagttttg 
ctttgttctt 
cctagagatc 
attcccaatg 
ggcattgagt 
gacttgtccg 
agggecagaa 
agcatggcgt 



ctaagcatac 
ccgggactgg 
ctgcagcctt 
accacgcttg 
atctggtaga 
t tcttatgat 
cctctggggg 
ttcctcctga 
aaatttttaa 
ttatcgatga 
acaateggat 
ttgccaacaa 
ccaatcatga 



60 
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240 

300 

360 
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gacagcccac 
cctcaatgct 
catgctggtc 
gaggcaaaat 
gcagaagaaa 
gtcattgaga 
ccatccattg 
gaacttttaa 
gtacccccga 
actatttaat 
ccatgaaaaa 



aacgtgatct 
gccaacgacg 
accatgtttg 
caggaggatg 
gcagatgaac 
aagaaagaaa 
taaacatttg 
caaacactac 
tggtatattt 
aatgaaattt 
aaaa 



gtaaaacgtc 
ctgacctttg 
gctggttcac 
cccggagaca 
ctgatgatat 
gtagtttgcg 
aaactttgta 
aacataaata 
ctgagtaagc 
atttttttaa 



cgtgttggat 
taacctccct 
tatggtgatc 
cctcgaatac 
tagcactgtg 
attgcagtag 
tttcagtttc 
atttgagttt 
tactatctga 
tttaaaagca 



gaacatgctg 
aaaaaaacta 
tcatatgtgg 
ttgaaatccc 
gtatagtgtc 
aaataagtgg 
ttttgaatta 
aggtgatcca 
acattagtta 
aataaaagc t 



gcagaccatt 
ccgattatgc 
tatattatgt 
tgccaagcag 
caaactgact 
tttacttctc 
tgccactgct 
ccccttaatt 
gatccatctc 
taactttgaa 



840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1394 



<210> 41 

<211> 1376 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 3333139CB1 



<400> 41 

gtcgcaggcc 

gagatggcgg 

gatgcccaac 

cgaccgctac 

ccgagagtat 

acccaaagtc 

ggccaatgtg 

cgtgcgggcc 

ttacggcctc 

cgtggcctac 

tccaaccgag 

gacgttgcta 

ctggctgcta 

cctccccccc 

gcaggaccag 

ccagcggacc 

cggcttgtcc 

tctggacatg 

gaagcgcttc 

gcccacccat 

cggcagcaag 

taggcagccc 

ctcaggtggt 



ggagggaaga 
ggcttcagca 
agtgacatcg 
cggcgccggg 
ttcggggaga 
tcccggaccc 
gaagaggagc 
gagtgggaga 
taccgagacc 
gctgtgggtg 
gctgcccaag 
ctcactagct 
accaacatcc 
ttccctgccc 
ccgattgact 
ttccgcactt 
ttcttccagt 
cgggagccgg 
ccccaccggc 
ggcatctact 
agtaaagaca 
ccctctttgg 
ggggtgggga 



tggcggcgcc 
cctcggccgt 
acttgagcaa 
cagagcagga 
agacagatcc 
aacagctact 
gggctgcccg 
ggacctgtgg 
tgt tccacgg 
aggatgacct 
cgccagaggt 
tggatgggca 
cgggtaaccg 
gaggctccgg 
tctctgagga 
ttgatttcta 
gccgctggga 
tgtttgagtt 
agcccctgcg 
aaggagccag 
cagctccaga 
ccccctcccg 
atgtgaataa 



ctggtggcga 
cctgggccgc 
cctggagcgg 
ggcgcaggcc 
caaagagaag 
ggaacggaaa 
cctccgcaca 
cccctaccac 
tgccaccttt 
gatgcc tgtg 
gacctatgag 
cctgctggag 
ggtggctgaa 
catccaccgt 
cgcacgcccc 
caagaaacac 
tgactccgtc 
cgtgcggccg 
ctacctggac 
agtgtgcgca 
ggcccacact 
tcaggcccag 
acatgatttc 



gccgcgctgt 
cggacacccc 
ctggagaagt 
ccgcactggt 
attgatattg 
caggccatcc 
gccagtgtcc 
aagcagcgtc 
gtgccccgag 
tactgtggca 
gcagaagagg 
ccagatgctg 
ggacaggtga 
cttgccttcc 
tcaccctgct 
caagaaacca 
acctacatct 
cccccttacc 
cggtacaggg 
tttcagagca 
gtggggtctg 
ggcttggagt 
ttgccgggaa 



gcgagtgtcg 
cgctggggcc 
accggagctt 
ggcggaccta 
ggctgcctcc 
aggagcttcg 
cgctggatgc 
tggctgagta 
tccccctgca 
atgaggtgac 
gctccttgtg 
agtacctcca 
cgtgtcccta 
tgctcttcaa 
atcagctggc 
tgactccagc 
tccaccagct 
accccaagca 
acagtcatga 
tgggattgat 
ggccctgcct 
gaaagtgact 
aaaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1376 



<210> 42 

<211> 526 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 3432292CB1 



<400> 42 

caggacgtgt ctgtgctcct gtgtgtgacc 
gccagcaaaa ccagcagcag tgccagcccc 
agtgtcctcc aaagtgccga cctcagtgcc 
gctgtggtcc cagctctggg ggctgctgcg 
ggggtggcgg ctgctgcctg agccaccaca 
agagccccga ttgttgtgag tctgaacttc 
ggactgctgc tgaccaaacc tcgaacatca 



agggttgaaa aagtcgcact gagatgtcct 60 
ctcccaagtg ccccccaaaa tgcccaccca 120 
cagccccatg cccacctcca gtctcttcct 180 
gctccagctc tgggggctgc tgcagctctg 240 
ggccccgtct cttccaccgg caccggcacc 300 
tgggggctct ggctgctagc acagctctgg 3 60 
cagagcaagc ctttatggag aaaacttgca 420 
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aacgaggaac ctgtccccaa gagtgatagc ttcttcctga ccccttgttg tctccttatc 
ccctgggggc tcgacaacac ctttgttgag agttgttttg gctctc 

<210> 43 
<211> 2431 
<212> DNA 

<213> Homo sapiens 



480 
526 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 3478571CB1 



<400> 43 

gcctgctccc 

ggaataggcc 

agtgtgttgt 

ctcgcctgcg 

ctggtggggg 

gagtaggatt 

accacttttt 

tatgctccaa 

ctctggcatt 

taggtccaca 

ctgctttatt 

cacatgttga 

cgaagtgtgt 

atgagacttg 

cttctattga 

agataaaata 

tctgtgcaat 

ggcaggtgaa 

tggaagctga 

ctgccacgcc 

agcagaaacg 

acaaggaact 

ctttctctca 

agaagcaggg 

acaccatctt 

ctttgaagca 

tggtctgtgt 

tttaccctga 

tcgtgatagt 

tgaacctact 

agttgtttgt 

agaagatcag 

agcccctgaa 

aaaccttcat 

atttccgtac 

gggatggccc 

gcagtggcct 

gcaatgcagg 

ctccacctaa 

ggtgtcccag 

gtagcgaata 



ggaggagacg 
aagtgctgag 
agatgcagga 
ggagaaacag 
cataatcaag 
ggatgtgcct 
gatttttgtg 
tttgtaccac 
cctcaaatgc 
ggcagctcag 
tgatagaaag 
atttgtaatg 
ttctgcattt 
tcaagtgatt 
tggctgtatt 
tgtccttaac 
caaggtggag 
ggacaaccgt 
cccagacctt 
ccgcagcaag 
ctactttcca 
cttctcacaa 
aggaatattg 
agtcatctgt 
cagcaagtgg 
gaagctggtg 
gctgaattct 
atcctataac 
cttgcttggg 
gacaaataaa 
tcatggctta 
gaatgtgttt 
gaagttggtg 
gaaaaacaac 
tgaagatggg 
aggagttctc 
cccccctccc 
tccaatagct 
cctcccccct 
gcaacttaga 
aatgccgttt 



cgctgccgag 
aagatgagtc 
aaagtcaccc 
aatgaaatca 
gctgagattg 
ccaattttca 
aaatcatgga 
agagagagaa 
aggactcaga 
ggtagtgtac 
cggcttcagt 
ttctcgacag 
gcaaatactg 
ggatgtgaaa 
aagaagctac 
ttccttgaag 
aaattctgct 
gtgagacaat 
tccaggtgtc 
cctgtgtgca 
gtattttcag 
cataaaggac 
attttttctc 
gatgctcttc 
gatgcggggt 
aacaaaggcg 
gatagaaaag 
ttcatgaccc 
ttcaaatcct 
cagtatgagt 
cctggatcag 
cactgtgaac 
agtttcagca 
t ttgaacaca 
gactggtatg 
tggatctttc 
tcagaccagt 
aattacctac 
gggtccctgg 
gattattgaa 
tctcttgcgg 



gagaacccag 
ttaggattga 
ttgggactca 
tcctgcgagc 
agaacaaagg 
gaagccattt 
acacagaggc 
catccaccga 
ctccaacgaa 
aatatgaagg 
atctggaaaa 
acgtgtcaca 
aaggaggata 
aagagaaaat 
ctgtccatca 
tgcatgataa 
gtgcggtgtt 
tgcccacaag 
ctgagatggt 
ttcataagaa 
acagagtggt 
tcagagactt 
aaagctgggc 
taatttccca 
gcaagggcta 
gctacactgg 
cacagagcgt 
cccagcacat 
tcttaagtga 
tgctttcaaa 
ggaagactat 
cggctaacat 
agaaaaacat 
tccagcacat 
ggaaagcaaa 
tggactactt 
atccaagaga 
aacaagtaat 
tgatgctcta 
gacttgaact 
9 



cgggagaaca 
tgtggataca 
gcagaggcag 
agtatgtgct 
ctacaattat 
agataagatg 
tggtgtgcca 
tgtcatggat 
tattaatgtt 
taacataaat 
actcaacctt 
ctgtgttaaa 
tgtatttttt 
agaccttacg 
tttctgcaca 

gggggccctc 

tgccaaagtg 
agaatggact 
tctccagttg 
ttcggaatgt 
atatactcca 
aataaataca 
tgtggattta 
gaacaacacc 
ttctatgata 
gaggttatgc 
ttacagttcg 
ggaagccctg 
agagctgggc 
gaaccttcgc 
cttggctctt 
tctctacatc 
ctgccagcca 
tatcattgat 
gttcatcact 
tcagacctat 
agagatcaac 
gcaggaagcc 
tgaacctaaa 
tggaggagat 



tttcaggata 
aactttcctg 
gagatggacc 
ctgctgaatt 
gaacgtcatg 
cagaaggaaa 
cttgctacct 
tctcaggaag 
tccaattcat 
gtgtcagctg 
cctgagtcca 
gacagacttc 
ggtgtgcatg 
agcttgaggg 
cagaggcctg 
cgtggatatg 
cctagttcct 
gcttggatga 
agtttgtcat 
ctgaaagagc 
gaaagcctct 
gaaatgcgcc 
ggtctgcaag 
cctattctct 
gttgcctatt 
atcaccccct 
tatttacaaa 
ttacagtccc 
tctgaggttt 
aagaccagag 
aggatcatgg 
tgtgaaaacc 
gtgacccgga 
gacgctcaga 
cagacagcaa 
cacttgagtt 
agagtggtcc 
cgacaaaatc 
tgggctcaag 
actgatctat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2431 



<210> 44 

<211> 714 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 3495166CB1 
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<400> 44 

gcgcaccgtc 

cagcgccccc 

ccagggccgt 

gcccagggtg 

cttccaggga 

tggcagcagc 

ccacaatgac 

cctcgttgat 

cctcaaagtc 

gtatgtgttg 

acaggcccac 

ccagacacct 



gcaccggtcc 
gcgtcgggcc 
cgctgtcggc 
cgctcggtca 
cagcagttca 
agccacaaca 
agccgtgtga 
gactacccat 
agctccggag 
gagcgggacc 
actgggcagc 
tccctgagga 



atttccctcg 
cggcgcccgc 
tgctaagcga 
aggtggaaaa 
ttctggagaa 
gcaaccagct 
cactgtttga 
ccctgccctc 
cgtgggtggc 
ggcacagcgg 
tgcagtccat 
cactcaataa 



cgtgccgcgc 
cagcctcacg 
ctgtgcgaac 
cggcgtttgg 
gggagac tat 
gctgtccttc 

gggggacaac 

catgggctgg 
ctaccagtac 
agagttc tgt 
ccggagagtc 
aggttcctga 



tcacccaccc 
ctctgggacg 
gtctgcgagc 
gtggcctttg 
cctcgc tgga 
cggccagtgc 
ttccaaggct 
gccagcaagg 
ccaggctacc 
acttacggtg 
cagcactagg 
atcttcctgc 



gcggcatgag 
aggaggactt 
gcggaggcct 
agtaccccga 
gcgcctggag 
tctgcgcgaa 
gcaagtttga 
atgtgggttc 
gaggctacca 
agctcggcac 
ctccacggcc 
caaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

714 



<210> 45 

<211> 3154 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 



3554748CB1 



<400> 45 

accatctccc 

tccttcctgg 

acatgacatc 

gaaccgccca 

caccttcttc 

ggatgcccct 

catggagcag 

gattggcatc 

cgacctggtg 

ctgggctgcc 

cctcttcagc 

gattgggaac 

cagagacctg 

cgtgatgctg 

caaactggac 

ggtcacacag 

catgccctca 

cagctcggtg 

gggccaggtc 

cccacgtcga 

gtgagggcaa 

tgcagcagaa 

tccgtggtaa 

agggcagggc 

tgggcaggca 

tgcggggcca 

ccaagcacac 

gggggcgctc 

gggccacgca 
accgtcaggg 
ccctgtccca 
cacagtgacc 
cccctgagaa 
gctgagttcc 
agcagtgtgg 
cactaaggaa 
ccacacccca 
aagggtcagg 
cccaggactg 



actcgagctg 
tagaggcggg 
gagacaccct 
gccatcctca 
aacttcgagg 
ggacaacagg 
ctggctgcca 
ggagtgggcg 
gaggggctgg 
accaagctct 
caggaggagc 
gtggtgaacc 
gacattaacc 
gtggttgggg 
ccgaccacta 
ccagggaagc 
gccagcatga 
gatggcagcc 
aaccacacca 
ggccccaccg 
aggggaggaa 
cagtctccag 
cttagccaac 
catagggagg 
tgtttggaga 
gctcaggcac 
ctgtttctgt 
ggaccaggca 
ggcaggggcg 
caggaacccc 
attctgagcc 
tgactggggg 
cttcgtggtg 
tggagacccc 
tgtttcaggc 
gagagagttt 
tagccgcctg 
tagaagagaa 
cgttgtatgc 



cccccgccct 
ttccctccct 
acggccttct 
cctaccatga 
acatgcagga 
tgggggcgtc 
tgctccccag 
ccggagccta 
tgc tggtgaa 
ccggcctaac 
tggtgaacaa 
aggccaacct 
ggcctggaac 
ataatgcacc 
cgaccttcct 
tgactgaagc 
cccgcctggc 
gcccacaggc 
tggaggtgtc 
ccatccttgc 
atggggttct 
gtgttttaag 
ttgacccctc 
gagattcgct 
tgagagaggc 
tggcgtggga 
ctcatagcac 
gccactttcc 
tcaaggggtt 
acagactgtc 
aaggcctccc 
tgagggagaa 
actgcctttg 
ttttttgccc 
agagctctgg 
atttagtcaa 
ggctggggct 
aggct tcccc 
tttccatcca 



ctggacccga 
cggcaagatg 
gcatgtagtg 
tgtgggcctc 
gatcaccaag 
gcagtttcct 
cgtggtgcag 
tgtgctggcc 
catcgacccc 
tagcacttta 
cacagagttg 
gcagctcttc 
ggtgcccaat 
cgctgaggac 
gaagatggca 
c ttcaaatac 
acgctcccgc 
ctgcacccac 
ctgttgaagc 
gccggctcat 
gtttgaaaaa 
gggctcagtc 
tcatcccact 
acggatccag 
ttcgagaggg 
gccctgggag 
atgtgacaat 
tggtgctctc 
tctctgccca 
ccttccagcc 
cgaggcagaa 
ggaggagaga 
ggagcccgca 
ccaggttccc 
ccaggctgtg 
ctggcccaag 
tactgggggc 
tacaccccag 
ctcaccttac 



gtgactcagg 
ccggagtgct 
atccggggct 
aaccacaaac 
cactttgtgg 
caggggtacc 
catttcgggt 
aagtttgcac 
aatggcaaag 
cccgacacgg 
gtgcagagct 
tggaacatgt 
gccaagacgc 
ggggtggtgg 
gactctggag 
ttcctgcaag 
actgcatccc 
tcagagagca 
ccttgatccc 
gttcccttta 
aatgagggga 
ctcctcatcc 
cccggcggcc 
gccattcctg 
tgggtgctgg 
accccttccc 
catctggaca 
tgggcccagc 
aggaagacag 
cacactctgc 
gttgcctggt 
gcccatgtgt 
ggtggccaga 
cagagggcaa 
ccagtgtgtc 
gcagcgaggc 
tgaaggttct 
cctcctgctg 
cccatagcat 



cctttgtttg 
gggatgggga 
cccccaaggg 
tatgcttcaa 
tgtgtcacgt 
agttcccctc 
tcaagtatgt 
tcatcttccc 
gctggataga 
tgctctccca 
accggcagca 
acaacagccg 
tccgctgccc 
agtgcaactc 
ggctgcccca 
gcatgggcta 
tcaccagtgc 
gcgaggggct 
gctgacgacg 
gtttattttt 
tcttagatgc 
catctcactc 
caggcacaga 
ggtgagccct 
gccacagggg 
ccaccctcca 
acagccacaa 
tggtgctgta 
aacatggaga 
cacctcctgg 
cctctgtccc 
ggtgtgtgtg 
ggcaggggta 
cgccatcagt 
ccggacgcat 
ttctacagtc 
ggacatgaac 
tcccctgaag 
cttgcggccc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 
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agaaaccaga 
agagcagtga 
ctgagaggac 
agccatgact 
ttctgaatac 
aacactgcaa 
tacattatat 
tgtggtgttc 
tcttctccgc 
tgataaaatg 
aataaagaac 
ggagaaacag 
ctaggagagg 
ggtgagatga 



gccatttgtc 
aaacatgcag 
acctatatgc 
agcctggtgg 
tgaatgtgac 
atct tggaat 
gtgtgtgtgt 
ttctggaggt 
acaaagtaaa 
taaaacaaaa 
ctaagaagaa 
aatgtttggg 
atggtctcca 
gaatgtcaca 



tcagacccta 
ggctgtggac 
gtatttcctc 
cgtgttagtt 
tgtttgaaag 
tttgtttttt 
gtgtgtgtgt 
tgtctctttg 
gagcctaatt 
ctctagtcaa 
ttccagtgtg 
caggggctgc 
cccatctttc 
aacattaaaa 



aatcaataat 
gggggaaggg 
tacacacatc 
tctgcccagt 
ctggtagaat 
gctgtttcca 
gtgtgtgtgt 
gtcaaggtga 
ttgtgtattc 
cgtagaaaga 
gtgatgccat 
tggtgctgct 
tatttccagt 
gcct 



cacaaacccc 
ttgtggcggg 
accccccttc 
tctaccccct 
tcatccctct 
gatgtatcta 
gtacatcggg 
acttttaatg 
tggtggctgc 
gttaactgtg 
gcccatcatg 
tgggttttgg 
acacgtcaca 



aaaacgggag 
tgttctgagg 
tataatctta 
catgtgcttc 
tactgtagat 
taaatatcta 
tcctcccatg 
tttattattt 
tgtcatgaga 
ctgaaaaact 
ggaggc tttt 
gttgagggtg 
ttattttacc 



<210> 46 

<211> 2204 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 3555629CB1 



<400> 46 

agggcatgcg 

ctgcgtgact 

cccagcttgc 

gggaagctga 

ctggtacagc 

gaacagcctg 

ttggatggac 

agagaattcg 

cccagttttt 

cacaatccgt 

aattgttttc 

gtctgtgtgt 

aaactatgag 

taccagaagg 

agctctgtct 

tatttgttgg 

ggatctaggg 

ggcactgcct 

ggagtctttt 

tctcaggatg 

caggaaggga 

ctgaagggag 

acttctttaa 

ctatcatctg 

tccattcttt 

ttcagcagcc 

tttttgtatc 

aacagttgtg 

caccaacacg 

aattaccatg 

atcaggtgac 

gtaataattt 

agcagaaaat 

agtccatgtt 

tttgtgtagg 

aagtaagagg 

aggcacattc 



ccggtggcgt 
tcctgttggt 
accaccgagc 
tccattccaa 
gccgcatcgc 
gggtctctcc 
cctcagattg 
aggttgcctg 
actcagtttg 
tgttctgtcg 
tatatgtaga 
acaattttaa 
taagcggtat 
tcattttata 
agttgtcctt 
ttcataactg 
aaaggaggag 
ccttgggaag 
ggaacttcag 
agcagtaaaa 
gagagctggg 
aagtagatgg 
tgctacgtta 
ccccacattg 
tctcattatt 
tggatagcat 
attccactta 
taatgaatgc 
cagtcacacc 
gcagttattt 
cctgtttcct 
taaaacttct 
tgaaattctc 
cattttacac 
ttctgatttt 
tattaacctc 
tgcagatttc 



gatggagcgg 
ctacaatcgg 
tctggacgct 
ccaccgcctc 
agactacgag 
atcaggcagc 
aaggacccgg 
aaagctgggt 
atttatattc 
tttagtgcat 
aggaaaacct 
aacgggtaat 
tagcctcac t 
caacaggaga 
aagtctgact 
ttgttttgtg 
ctatcgaagt 
ttagtggcca 
ccatttcccc 
cctttgaaca 
gaccatattc 
caatggttat 
atgtttcact 
gtcccattga 
gcctcccccg 
atcattccat 
ttctgtcttt 
cactaaatat 
aacacacacc 
tacacctcta 
tttttagaga 
tacaactacc 
aagtagcaga 
agcaggctgc 
ggtagatgtc 
acttaacaga 
gtgcaaacat 



cagcagcagc 
atgacagaac 
gaggaggagg 
atggccgctt 
gctgcctcgg 
tagccatacc 
tggaccttgg 
gtcc ttgctc 
tgggcaagga 
atctgctggc 
gagcatttgc 
atgtcatgct 
taacagatga 
ttggttcctg 
gacttcagtg 
aactatgtct 
acaacggatc 
cagaagagag 
aggttgttac 
aaggtctgtg 
tgcaatgcag 
gataaaaagg 
gctcgtctag 
gtacattctg 
ccccccaact 
caccccattt 
tccattcctt 
tcaaggcctc 
tttatgggtt 
ctgctgtcct 
aattgaagct 
tacaaagcag 
cccggtatta 
ctcttaagat 
atgctttata 
tgaggaagca 
ttatacacag 



agcaacagca 
tctgcttcca 
cctgtgtgcc 
acgtgcagct 
ctgtgccagg 
caaccccagg 
ggttggtgaa 
cttttcc tgg 
agctttgcct 
ttcagccctg 
aggcatctgg 
cttagttcat 
ggaagcaaga 
cccagatgac 
gctcataacc 
tacatgtcta 
aaaaaaccac 
atgaaacctg 
tttcttagta 
tggttgtctt 
ccaaatccga 
gataaaacta 
aaactcctaa 
tgatttctaa 
ttgtgtaatt 
tcttgccacc 
cattcaaact 
caacctcagc 
cctggtccat 
taatcccata 
cttagacatt 
atgttctatc 
aagtgcagat 
agtatttatt 
ttaatcttta 
agaatccaga 
cttc 



actgcgaaac 
gcgctgtgtg 
cagctgtgct 
catgcctgcc 
cgttgctgct 
aaggaaggcc 
tcctaaacag 
agccaatata 
actttattgg 
gcagctgaga 
ttaaagcagg 
cttcacaaca 
ttccagaaag 
agaaaatggg 
gtgagccaag 
gagttctgct 
agggcttttg 
taagaagtct 
tgtacagtct 
cacgggcaat 
ggaagagaaa 
aatcttcggg 
atccagcttt 
ttccagcctc 
tacttc tgta 
attggccatc 
gctagagaaa 
caagtcctca 
ttccttctct 
ccccaccctc 
ggtttccaca 
ctatctacag 
ctgactttaa 
gagcacacac 
caacaactat 
atatgccaga 



2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3154 
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<210> 47 
<211> 863 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 639636CB1 



<400> 47 

cggctcgagg 

cggtggggac 

catctacgga 

ccctccttcg 

caggaagccg 

atgacaaaga 

aggaacatcg 

cagtggaaag 

atcatgccag 

ggcctaatag 

gtcattcacc 

catatctatg 

gtgtggaaac 

aagcttatgg 

aaaaaataca 



gctgaggggc 
gccgctgcct 
tcctaccctc 
ccacaggctc 
aagggcaaca 
aaaaagtctc 
tgggctgcag 
gaaccgttct 
aatccagtga 
gtaagcatgt 
aagtggaagc 
tctacgattt 
aaatgtataa 
aatccctgat 
aacttaatga 



cgccaccgcc 
tcctctttgc 
cccgctcttg 
gtagcggagg 
aaccagggca 
ccaaaagaag 
aatttctcat 
ggatcagc tt 
gtctcctcca 
ggaatatacc 
caaaccctct 
ggtgaaaaag 
tttgtagaca 
aactaaacat 
aat 



agcagggagg 
ctgtctcgcc 
caagcattca 
cagcagcgag 
gctgcaggac 
cagagaggcc 
ggatggaagg 
ctagatgatt 
acagagaggg 
aaagaagatg 
gtgtatttca 
tcctaactgt 
tgcaaaaaat 
ctttgccagc 



cggagggcta 
gccctcctag 
ctcggccggt 
gcatgaagac 
gggccactgg 
gaccttcatc 
aaggagatga 
ataaggaagg 
agccaggagg 
gctccaaaag 
tcaagtttga 
tagggtaaaa 
gttgcctttc 
attaactgtt 



gcgagccaag 
acacgctcct 
cgcctgctga 
ccccaacgca 
gtc tgcaaac 
ccagccccgc 
gcccatcacg 
tgacctccgc 
agttgtagat 
gatcggcatg 
tgatgatttc 
tttggcacat 
agtgtattga 
gttttgctct 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

863 



<210> 48 
<211> 3860 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 902218CB1 



<400> 48 

taagcttgcg 

cgacatgtat 

aattgaagtc 

atttgaaatt 

tgttgtttta 

gggaaaagaa 

ttcagcttta 

ctacttcagc 

cgcagccctg 

tgctgccgca 

taaactataa 

tagagaaaag 

ccaaatccca 

cgcaggaggg 

ggatttattt 

gctgtttaca 

caaaaattag 

aggcacacaa 

ttagatttgt 

ctgaggtgaa 

acccccttcc 

ccaaatatcc 

actcattcta 

tgttgcacat 

ttgcacagga 

gttgacattc 

gaatctaatg 



gccgcgggga 
tggatgaacg 
tatggcagag 
tccccaggaa 
gggagcacgg 
tacaaaggca 
tcagagattc 
tcctgtatac 
cagtctagtg 
tccgcttccg 
atgtctccaa 
taaacagaga 
gtttttcagc 
agaactttgt 
cttctgtttt 
aatcttgcat 
gcaggtaatc 
aaaggtactt 
gtttgttttg 
ggagcacaca 
actctgagta 
gtccacctag 
tagtttagct 
gtattggggg 
ttttgatggt 
age tgctttt 
tctaccccaa 



ggaggatggg 
aatatacctc 
aatttgetta 
atgcttctga 
acttcctaga 
atgettatea 
tttgtgggaa 
cctttctaca 
teagecaaga 
tggcaagcac 
agtcacacat 
agcatccttt 
tcaggattat 
aagaagctgc 
atacaagctc 
ggactcctgc 
tttgtatact 
aaacagttat 
ttaaagttgt 
gecctgaggg 
gcacatctcc 
gcggggtggt 
ggttttcgtt 
aggegcttea 
gtgggaatat 
aactattcag 
aaaagtagtt 



ggctaaccag 
atccattgga 
tggtggccat 
actaggagaa 
agatgatata 
tttaatgeat 
agagattcct 
gagttgeetc 
actccaggat 
tgeagcagge 
tcagaactgt 
agatattttg 
atttgtaatc 
cctctgtttt 
tgttaagtta 
cacagtgaaa 
tctgacaatt 
agtcaccatc 
tggcaccagg 
cttggaaccc 
ccaggtgccc 
atgttcttac 
caagatattc 
tttttatttt 
cctaagtggt 
gctacctttt 
ctttgatatt 



ttagtggtgc 
attggagttt 
ccttacccct 
acatttaaat 
gaaaaaattg 
aaaaac tgea 
cgctggatca 
ccgaaggagt 
gaactggagg 
tccagacccg 
ctctggcagt 
tatgeaaaga 
aaaaaaaaaa 
ttttatccac 
tgtttacagt 
gaagaaaatc 
gecagatcta 
acctgcttca 
atgcagagaa 
tgggtccagt 
atggaacacc 
gtctctctga 
ttggtagtaa 
aatacacatg 
agccttccaa 
atactaaacc 
ttatactttt 



tcaacgtgta 
ttcattcagg 
t ttctggaat 
ttaaagaagc 
tagaagaact 
atcatttttc 
ategacttge 
ggctcacgcc 
aagcagagga 
ggcgccacac 
cgaatatcac 
tggctctccc 
aatcacttgg 
tegtaaatet 
atcttgtatc 
ttcatgtctt 
tggcataaat 
gaatggtctt 
tcagactggc 
tcctcttcac 
tgetttcate 
etttgatgee 
ctgacaagta 
tatttcctcc 
gtagcagtga 
ttgaaaacta 
tatgtaccat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 
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gtcagaaaga 
ctcattgacc 
ctctcaaatg 
atccttgtta 
agaaccaagt 
aaaatattgg 
aaatatagtt 
tattgctctg 
gctgattttg 
gggttataag 
gttctgtttc 
cttgtttcaa 
gttcaggtct 
agagagagtc 
tttttaataa 
ctgggc tac t 
acatcccatc 
ttttgttgta 
aaataatgta 
caatcagcag 
agcaagaaat 
aattgagaat 
agaatcattc 
aacatacata 
gttggacagt 
tacccttggg 
tctgtaggag 
agccagctgt 
agagcaggga 
ccacagacag 
cacattcact 
tactctgtaa 
agcaagctag 
cagttagtag 
gtgttacagc 
caagtgtact 
cttgatatag 
acttttataa 



gtatgttggc 
aatcgttaaa 
tzatgtctctt 
gcaaggaatc 
cattacatgt 
atgcagtgta 
agttttaaaa 
tgtgaggata 
gttcatttta 
cattagcctg 
cagagaggaa 
gaggtttgac 
aaaaatgagg 
ctgtccccag 
tgtgaggagt 
gacacacaca 
tgtgcttaac 
tttacttgca 
aagggttcta 
ataaaattct 
gtcttccttt 
ggatttaatt 
tcaacctgat 
tgatacggag 
aatacatgtt 
gttttttttt 
tgtagaaggc 
tgctctgacc 
attctggttt 
ctgcaggact 
gcttcagggt 
ctttgatata 
ccatacaacc 
gctttcgttg 
tgtcaaagaa 
gtcattcata 
cattgggcta 
gaaaaaaaaa 



gtttgtcatg 
aaatcatatt 
acgtaacata 
tgtctgctcc 
caaattcaat 
acac tatcca 
ttattgacat 
cataatcttt 
tcaacgtaag 
aggacaatga 
agcctttaca 
agaagaaagg 
gcaaaacact 
acggttagta 
acagtgtttt 
cagtagccat 
cagaatccag 
tttgttgtat 
gtagaaatag 
ggacgtgaga 
agaaaatctc 
aactagcatt 
aatc tgttaa 
tctctttgtt 
acagggtcag 
aaacccttac 
agtggtgtat 
cacagcaata 
tagtccattg 
cgatatccat 
tctaatctgt 
tgctgtattt 
attgtatctc 
tcttctcttt 
tcttcatgga 
gtgtttatat 
tcatgttaca 



ggactcattt 
tgtgtgtctt 
ctctaagaat 
agtctactcc 
ttttctgcct 
aggcagtgac 
ttatttaaac 
cagtaaactg 
cacaccctgt 
agccacttaa 
aattactctc 
aatatatgaa 
aaggctc tag 
caaagccttg 
ctaattcatt 
tagttagact 
caagtcagca 
ttactttcat 
tgtcctaagg 
ttccttataa 
attcaagtca 
tagccagctt 
gaaaaatccc 
gtcaccaagt 
aagcttctgg 
aaggggagca 
gatcttagcc 
gagcaagtta 
gtagcattgt 
ggcttctttc 
gtgtctcctt 
tctttcttta 
tttctcttca 
caatacatgt 
cctgaagata 
caaaatacca 
acattgaaat 



cacataatag 
aagattcata 
gaaactgtca 
tagtttgatc 
taagaatgaa 
ttcagcttta 
t tttagat tg 
tatttttaac 
tcatagggaa 
cctaatttat 
agttctttag 
cttaatgaga 
cagtgacttg 
gatacagttt 
caagtatata 
cttcttagtg 
cacaagtgat 
ctgcagcatt 
ccaattacct 
tctaattata 
ggttcttctc 
tttcttgccc 
atatgaacaa 
gaacatactt 
tttctgctgt 
tcagctttgg 
tcgtcctgat 
cccatcacca 
gtgtatgagg 
catcacaaaa 
atgactccat 
aaagatttag 
gtatggttta 
acatctttac 
atttcttgtg 
ggaatcttca 
acattgattt 



aatgcctagt 
tttatatgtt 
ccacaggtaa 
cttggatgta 
tgtccttcat 
tatacatata 
gattgtttgc 
ttttccataa 
aataaacctt 
gctttcgact 
gggcagaagg 
tgtcgacttg 
ttcac taaaa 
gcttgtaata 
tgatttaaac 
aatatcagga 
tttattgtta 
tggagt ttaa 
accatactaa 
cctgaggttg 
tacagttcaa 
ttggagaaaa 
tctggtcatt 
ctcatggtgg 
ttgctttaaa 
aaagtgtgac 
gcctgaatcc 
gcatttgtac 
agattcaaca 
cgggtagaaa 
ttctgtaagc 
atgttttttc 
gagcccagat 
tgtttgaaaa 
aagttgaatg 
cttttgctac 
attaaaaaat 



1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2S80 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3860 



<210> 49 
<211> 726 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1360522CB1 



<400> 49 

cccggggact 

tctcgcgcta 

tccctgggcc 

gacgcgcatc 

cagccgcggc 

ctcggtggtg 

cttctggttg 

gaggctgcag 

ggacacgccc 

agctgctctc 

atgaaccgcc 

cttatctacc 

aaaaaa 



aacggcgccg 
cgtagcttgt 
ccgcggcgag 
tctctgctgc 
ttcatgataa 
cagtggaacg 
ctggagcccc 
tcccaggtgc 
aatgcctgtg 
atccctccac 
aggaactgac 
ctttggcact 



gtgacgactt 
accgagcgcg 
ggcatcggct 
aacgcgaggc 
acggaaaccg 
tgggatccca 
ggatagagat 
ttcaagccat 
ccaccttcaa 
caggagggac 
ctgctgactg 
tatcttgctt 



cgccgcgcgt 
accctcgctg 
ctcgccggcg 
cgctcaggca 
cgtgctcggc 
ccaggacatc 
cgtggtggtg 
gaggcagcgg 
cttcctgtgt 
ttcacttaca 
cactctgcca 
atcaacataa 



tggtcagcca 
cgctgtccgc 
gatgacgagc 
atgtacatcg 
ccctgcgctc 
accgaagaca 
gggactggag 
ggcattgctg 
catgaaggcc 
tctttgggcc 
ggcttcccaa 
taatttatac 



tggccaccgc 
ccgttgagct 
tgtatcagcg 
acagctacaa 
tgctcccgca 
gcttttccct 
accggaccga 
tggaagtgca 
gagtaactgg 
aagctgctca 
tgctttcact 
acttctaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

726 
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<210> 50 

<211> 2196 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1400678CB1 



<400> 50 

gatggcgtcc 

ggacgagctg 

catccgtctc 

gctgcacctc 

gc tcgccagc 

tccggacaca 

tttgggagaa 

gtgccagtac 

gaagcatttt 

gaagtccacg 

gggccggggg 

ggcgcccttc 

catcccgcct 

tgagctggat 

ggaggtggtg 

cgcagccggc 

ctccacgagc 

ctccgagacg 

cgccccgagc 

cctgagccct 

tccggctgtc 

ggcccctgct 

tgcccaggag 

gggcttcatg 

caagctgagc 

gctggtggac 

gtacaagccc 

gggggtccac 

cccgaggtcc 

tttctctggg 

tttaagacac 

aaagttacaa 

tcttttctat 

ggtggcacgg 

cggtgggcct 

ttgtggacat 

taaagtcgag 



atgcgggaga 
tgggcgccgc 
tgcttccatg 
ccgcgccgca 
ctcgactcgg 
ggctcgctta 
cttagagaaa 
ttgaacaaaa 
cagttaaagc 
gagaccgccc 
ctgctgcgga 
agaagcccca 
tccaggacgc 
atggttggcg 
gagaagccgg 
ctggtgtcca 
taccttccct 
cccccagccc 
cccacgttgc 
gccacaccca 
gcccctacca 
cagcagcagc 
atgttcaaga 
gccggctccc 
gagcacacgg 
acagtgtttg 
atgaccaatg 
gggacgatgg 
cccggccgcc 
gtatttgggg 
tttttggact 
cttcctaatt 
tttccctcgc 
tggtactggg 
tgtcccctgc 
ttaagacagt 
cttttctaaa 



gcgacacggg 
ccagcatcgc 
gcctctcgtc 
cggtggacga 
acccctgggt 
acctggagct 
aggtgggtga 
acgccctgac 
ggaaacccaa 
agcagttgaa 
agatggacac 
cggcgcccag 
tgctgcggaa 
ctggccgaga 
ccaaggagga 
cgcagaaact 
ccacgcccag 
catcttcccg 
cagcgcagtt 
cgcctgcggc 
ctcagacacc 
ctaagaagaa 
cggccaacaa 
gagagaaccc 
aggacctgcc 
agatgaacta 
tgtcctagaa 
ctttgccagc 
gccctgctgc 
cttattttta 
caacgttaca 
ttagtgacag 
tggggcagtg 
ggtgcggcag 
ctgtgcctgc 
ctttgggtac 
gaaaaaaaaa 



cctgtggctg 
gtccctgctc 
ggcagtgaag 
gatgaagggc 
gctcatggtc 
ggaggagcag 
gtgtgaagcg 
gaccctcgcg 
gagcgccacg 
gcggagcgcc 
caccacccca 
cgtcttcagc 
ggaacgaggt 
ggcgaagcgg 
aacggtggtg 
tgggtccctg 
cgtggttccc 
ggaagccagc 
caagcagcgg 
gcccacctcg 
cccggttgcc 
cctgtccctc 
agtcacgcgg 
gtgccaggag 
caaggcggac 
tgccacgggc 
ccacctgcct 
ttaaagtaac 
tgacccagcc 
aaattttaat 
tttttgaatg 
ctctgcctgt 
ccctcctacc 
ggacacccga 
ctgggagttt 
ctattttcat 
aaaaaa 



cacaacaagc 
acggccgcgg 
ctcaagttgc 
gccctaatgg 
gccgacatct 
aatcccaacg 
tctgccatgc 
ggacccctca 
ctgcgggcgg 
ggggtgccct 
ctcaaaggca 
cccacaggga 
gtgaagctgc 
agaaggaaga 
gagaacgcca 
aacaatgagc 
gcctcctcct 
cgcccaccag 
gcgcccatgt 
cctctgacac 
atggtggccc 
acgagagagc 
cccgagaagg 
cagggggacg 
ggccagggta 
cagtggacgc 
cacagctggc 
cggatggcgg 
tgttttaagt 
atgggttctt 
tagtaagtaa 
tagactctta 
cccagggttg 
ccacaccaga 
tgtattcatc 
tgtaaaacta 



tgggggccac 
tcatcgacaa 
tactcgggac 
agatcatcca 
tgaagtcct t 
ttcaggatat 
tgccactgga 
ctcccccggt 
agctgctgca 
tccacgccaa 
tcccgaagca 
accggacccc 
tggacatctc 
ctctcgatgc 
ccccggacta 
ctgcgctgcc 
acatccccag 
aggagcccag 
acaacagcgg 
ccaccacacc 
cgcagaccca 
agatgttcgc 
ccctcatcct 
tgatccagat 
gcacaaccat 
gcttcaagaa 
cgtcacttgt 
acacctggcc 
tctggatgca 
ttttgtgtga 
attaaccaaa 
ctttttaaaa 
aggggaccaa 
gcgtgggaga 
ttttgtatag 
tctgaaccat 
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120 

180 

240 

300 

360 

420 

480 
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600 
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720 

780 
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900 
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<210> 51 

<211> 1495 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1435556CB1 

<400> 51 

gagcagaaat tcggcacgag gaaaaatctg 

tttgagtgct gacattatgc cacaaatgga 

agtcaaaaca caggtgcaca acacccagtt 

cccccagctc tcttctgctg cagtttttct 

caaaaagtaa ttaaatggca tgcgtgcagg 



aaatctgaaa tgctccaaaa tcctaaactt 60 

aaatttcata cctgacctta tgtgagttgc 120 

catgcaacat ccccaatggg aaaaaagacc 180 

gctcacacct ggattcccca tgcattccca 240 

ctggacacgc caacaacagg tttcccacaa 300 
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tgccccacat 
ctgtgtggta 
atcagtgata 
ttggagaaac 
atgaccacca 
agtgatgagc 
cttgatcgtg 
ggtatgctga 
tgtgaatatt 
aagacttgtg 
ttcagtaatg 
aaaataatgt 
ctggaagaag 
tcattgtcca 
gataatgaag 
tgtgatgggc 
tcagtttata 
actctgaaag 
ccacttcttg 
acagtgtaca 



gggcgaagac 
taaatatatt 
agaaaaagag 
tggacagtgg 
tatatgacct 
agatattaat 
tattgaaaga 
tcatgaaaca 
caacaggctg 
gcaataaagc 
atgatgaaca 
ctgacctcct 
aggatatcaa 
atggtgaagt 
atgatgttaa 
ttattaaagg 
aaatcaaaga 
aaacatttaa 
gtccctcaac 
gtaacctttt 



ctgtgtgcat 
gttgaaaatg 
gaagcattta 
tgtaagtgtg 
gaagaaacag 
gaaaaataga 
gtggatccgt 
agcaaagata 
gttgcagaaa 
atctgctggt 
agatggtaac 
tacatataca 
agatgttttt 
aacaaaaatg 
cactgcagaa 
actagagcag 
gagacttcta 
aaaagccatc 
tgcttctgat 
agtcaaaaca 



tactcattgc 
tcaaaaagac 
tgtttatcta 
aaacatctta 
aaggataaac 
aaaacacttc 
cagcgtcgca 
tatcacaatg 
tttaagaaaa 
catgaagcaa 
tttgaaggat 
aaaaatatac 
aacagtaaca 
gttctgaatc 
aaagtgccta 
catgcattca 
agacaaaaag 
cagaggaatg 
gcttcttctc 
gcatcatact 



atttttttgc 
c taaagatac 
tagcacagaa 
cagaagagta 
tgttgaagtt 
ataaagctaa 
gtgaacacat 
aac taaaaat 
gacatggcat 
cagagaagtt 
tcagtatgtc 
atccagagac 
atgaggctcc 
aagatgatca 
tagacgacat 
taacagagca 
catcattaat 
cttcttcctc 
acctaaaaat 
tggaaactga 



ttattctctg 
ccctgtgaat 
agtcaagttg 
tggtgttgga 
ttatgctgaa 
aaatgaagat 
gccacttaat 
tgaggggaac 
taaattttta 
tactggcaat 
aagtgagaaa 
tgtcagtaag 
agttgttcat 
tgatgataat 
ggtaaaaatg 
agaaatcatg 
gaggcagatg 
tctacaggac 
aaaataaaat 
aagcc 



360 

420 
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<210> 52 
<211> 2794 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> Incyte ID No: 1546633CB1 



<220> 

<221> unsure 

<222> 2705, 2709, 2711, 2713-2714, 2717, 2719, 2731, 2735-2736, 2745, 2747, 
2750, 2757, 2763-2764, 2766, 2770, 2782, 2785, 2787 
<223> a, t, c, g, or other 



<400> 52 

ccgcgagagc 

tccccggttg 

tgagtctcct 

agcgaggacc 

gtcagtgtct 

tggaagtgat 

cattcagtcc 

agctgatttt 

gactgcggga 

tggagcttcg 

gtccatgctg 

ttccccaagc 

gcgttctgga 

gcagtatttg 

gaaggaatct 

gctggcccgc 

ggcactcaaa 

gagcagcttg 

aaacaagaag 

ggacgaactg 

ccctcttgac 

tgacagggag 

agtgacagcc 

taacgtcctg 

gcgagccgtt 

tgtgctgcag 



aaggagcaca 
attcttcggc 
ttctctgagg 
gttagcagca 
cctgtgaaga 
gaaggcttca 
tctcgatata 
agctcctcga 
agcaagcggt 
tcacacaagc 
tgcaggaatc 
agtagcaact 
aggtacatgt 
actccactgc 
gagcgccgac 
atgcgagagg 
gaagccagga 
gctgataaag 
ctggagtctc 
tgcctagact 
acaatggcag 
ctactggtag 
accaccacag 
gagctgctgc 
cagaccgacg 
aagctccagg 



gagtgcagca 
cccatatgcc 
aagagagcag 
acagcttctg 
caccctcaga 
ccagaaagaa 
agaaggaatc 
gcagcacagg 
cttcttcttc 
ctggcagcag 
agctgagccc 
caggctccta 
cttgcggtga 
agcagaaaga 
tccatgaaag 
actggattga 
aagagattaa 
ataaaggcat 
tccttcagag 
ttccatgtga 
atgggttatc 
gagatagcat 
aatctggtga 
ccatagtcat 
tggtgcccta 
acccctgtcc 



tcatgacaag 
ccaacaacag 
agagttcaac 
ctcagatgac 
tgctggaaac 
atgcacgatt 
aaagtcaggc 
cagcatttcc 
acgcaatcga 
cccatcatcc 
tgtcaatatc 
caaaggaagc 
aaatcatggt 
ggtgacagtg 
ggaaagtgaa 
ggaggagtgt 
acagctcaaa 
tcagaaatat 
catggagatg 
ttccccagag 
tctggaagag 
agccaacagc 
cctggagctt 
gggtcaggag 
cagcccagcc 
ctcgagcttg 



gaga ttt etc 
cacaaagtgt 
cccagcagct 
acaggctgtc 
agccccattg 
ggaatggttg 
cttgtgaaac 
gctcctgagg 
ggtcctcatg 
ccgcgggaaa 
catcccagtt 
gac tgtagee 
gtcagacccc 
agacacctca 
atcgtggagc 
cacegggtag 
caggtcatcg 
tttgtggaca 
gcacacagtg 
aagagcttaa 
caggtcaegg 
acagatttgt 
gtgeattcca 
gagggcagtg 
atctcagagc 
gcgtcccctg 



gaagccgaat 
ccccagcc tc 
ctgggcgctc 
ctagcagcca 
gcttttgccc 
gtgaaggaag 
caggtagtga 
tccatatgtc 
ggcggagtaa 
aggaccttct 
atgcaccttc 
ccatcatgag 
caaacccaga 
aaatcaagct 
ttaagtccca 
aggeccagtt 
aaaccatgcg 
taaacatcca 
gctctctgag 
ccctcaaccc 
gggaaggggc 
tcgatgagat 
cccctggggc 
tggtggtgga 
tcattcagag 
atgagtctga 
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40/43 



WO 01/19860 



PCT7USO0/25435 



accagactcg 
aagaaatcca 
tgcagaagtt 
gaggttggat 
cagcttcctg 
attcagtact 
ctgttgcgtg 
agaagttgtt 
ggaagtcaat 
cactatattt 
agacctggtt 
cgtgtcgtct 
actt tcaaga 
ttaaaatgtg 
aaaaataaac 
ttacttgggg 
cttaaatggc 
gtactaactt 
cagcatgatg 
aaatnaagna 
ttnngntgtn 



atggagagct 
aactcagcca 
catgcaaacc 
ggtgtcatcc 
gtggatctcc 
cagagagggg 
gttgccctgc 
gttaccgtgt 
catctgtgac 
agttgaagcc 
ccagtaaatg 
gaggtacccg 
cagcttctct 
taattgttcc 
atgtatttgt 
ttgataagat 
ttgtttgttc 
attttgctta 
aaaataaaga 
ngnnttnang 
tcgggggttt 



tcccagagtc 
tec ttttgtc 
gectcatgag 
cactggctcg 
tggctgtggc 
gaaeggatec 
attcgctccg 
gccaatgtgt 
agtctctatt 
tgttcactgt 
tcccaccagt 
ttcttatcct 
aaggctggca 
agcat tccaa 
gtaattggtt 
ttgagtgttt 
ttaaactgtt 
ttatatatag 
ttagtgtttc 
ggggaggttt 
gngenangea 



cctctctgcc 
tcccgtggag 
agagctggat 
egggggegtc 
tgcccccgtg 
tgtgtataac 
ccgcaccgcc 
cccatgtggg 
ctgtcgtttt 
ttaaaacegg 
ggggtataga 
agtggttcag 
tgttatctcc 
tggtcttgtg 
tgaagaagtc 
gcaatttttt 
aattgatgaa 
tgttttattg 
catttaaata 
ncaannttgg 
aaaa 



ttagtggttg 
accccc tacg 
tttgeagect 
gtgaggcagt 
gtccccacgg 
ateggggect 
ttcegtatea 
ttgtgccagg 
gctccttggt 
aggtatcttc 
aagcatgetc 
gaagagaaaa 
ttgetttget 
catagcaggg 
ttgaatagct 
actaaatgta 
actgtgcata 
gaaattgtaa 
aatgttttat 
gttgnanaan 



atttaactcc 
ccaatgtgga 
gcgtggaaga 
actggagcag 
ttctgtgggc 
tgctcagggg 
aaaccta.aa.t 
tagagaaaca 
atttgatttg 
aaaggcatgg 
atgaccctgc 
cgcagtttgc 
ttttgccgtt 
gactgtaacc 
ctttactgtc 
gctccaaagt 
agtttacaat 
ccacacactt 
cctccccata 
atttagngee 



1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2794 



<210> 53 

<211> 1516 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1794031CB1 



<400> 53 

aegggatctg 

cgatcaccag 

tcaaactgaa 

ccaggatcac 

gatggataga 

tcacttgcca 

tttggagaaa 

tttggtagat 

atctgtggaa 

tcgacttgat 

tcagaatatt 

tatatataat 

aaaccttcgc 

accctttgag 

tttcctagtc 

gctgaataaa 

gatgataaaa 

agagaaagca 

tcaaaatata 

aaaagtggct 

caaatctgtt 

tgtgtaaaag 

gaagttttaa 

aaaatgaatg 

gattaggaga 

ataacatggg 



gatgagctgg 
attaatgeat 
gcttggctcc 
tctcaagccg 
tttgagcatc 
ttggtaccac 
aaatttattc 
gaagtgaaat 
ttattgctgg 
acttc.ttttc 
aataaacagt 
gtgaagtcca 
ttactaaggg 
acactagccc 
gaagtcagca 
agatggagaa 
aaacaggatc 
actgttgagc 
aaggctggag 
aaagatgt tg 
ttggatcaag 
tattaagagg 
agtaagtagt 
gattttatcc 
ccactgataa 
ggttaa 



acaaggatca 
ggaaaataaa 
aggaggtaga 
tgactctgat 
attcgaacat 
ctaacaaatt 
tacttctaga 
caaaattgga 
aagactggca 
aaaaatgtgg 
atatgatggt 
ctctacaaaa 
ettgetttga 
cigtggaatct 
atgatgtggt 
agttggtttc 
agcccacttt 
tttcaacaga 
agaaacatga 
aaaaactcat 
atgatgtgga 
gtactttcat 
aataagecta 
ctggatcatt 
tacctatgaa 



tttacagttg 
gctaaattat 
agagcttatg 
acaagagaaa 
tctccttacc 
ggaggaaatg 
atttcattac 
tatttggaac 
taaatttatt 
agaaatttat 
gaaatctgat 
agtgctggca 
ggagacaaag 
agaacacget 
tggatcatct 
aaaaactcaa 
tgacaattct 
tatgtcagta 
aaaagaaaat 
tggataagtg 
cacctcaatg 
ggttgtgcat 
cagttttaat 
tgctgttatt 
tgttaagctc 



agagaagect 
gec ttgcccc 
gatgaagatt 
atgactttat 
tttgaaaata 
aaaagacgaa 
tacaagtget 
attaaatatg 
gaagaaaaag 
aagaatttgg 
gtttgtatgt 
tgttgggcta 
aaggaagaaa 
actttaaatg 
atttctaaag 
cttgaaatga 
ggaaatattc 
gaacttcctg 
gaagaattca 
gaaatctggg 
gaagaatctt 
ttatgtttta 
tttctttgtt 
ttgettgaca 
ttggacttat 



gggatggcct 
cacccctcca 
tgtcagcctc 
teaagagect 
aggatgaaaa 
tcaacaacat 
tagttcttgg 
ggagcagaga 
aattcctagc 
ctggagaatg 
atagaaaaaa 
cttatgtgga 
ttaaagaggt 
aagcaggaaa 
aactgagaag 
acctgccact 
tatctaaaga 
aaaattataa 
cagggcaact 
aggcagaagc 
tgaaggtatg 
agttaaataa 
gggagtttta 
gcagaggata 
tttcttagct 
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<210> 54 

<211> 1146 

<212> DNA 

<213> Homo sapiens 



41/43 



WO 01/19860 



PCT/US00/2543 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2060563CB1 



<400> 54 

tgccgccctg 

tcgctgcccg 

tctcggctac 

gccttggcag 

tgaaggcggc 

ggaagcaatg 

ggggatgaca 

gaaattaaaa 

tgacaaaagc 

tggttatgcc 

gggcacagcc 

gccctacgga 

gaacttactg 

tcccaagttc 

attttctgaa 

cagccaagat 

atcctggcag 

gatttgtatt 

tcttataaga 

aaaaaa 



ccaccctgcc 
tggtgctccg 
aacatgttgg 
gtcctaagca 
aaatttgcca 
cccaaggtcg 
gtccc tatt t 
gtctggttcc 
gttaagattg 
aaggaagcag 
acctaccggg 
cggcgcaatg 
gaagtgtgcc 
cagctgcaag 
aaaagcatgt 
atgcagcatc 
cttttctcca 
ttgttattaa 
gctttgtctt 



gccctgccgc 
tcgcccccgc 
gcatgatcaa 
aaggggacaa 
cagtagaagt 
caaagtatgc 
cctttgctgt 
ggattccaaa 
aggaacggga 
actacgtagc 
gggacatcta 
agatctggct 
tctgtgtctc 
tccaacttaa 
tccatatact 
cttctcattg 
ggcatctggg 

gggggaaaat 

cagaaaaact 



cctgccgccc 
cacctcacgt 
gaactcgctg 
ggaagaagtt 
gacagataag 
ggggggcacc 
gttccccaat 
ccaatttcaa 
aggcatcact 
acaagccacc 
cttctgcacg 
gttgaagaca 
cttcctcggg 
ccaactttcc 
aagtctcttt 
atgtagaaaa 
tcactaaaaa 
gtgatttgtg 
aaaaataaaa 



tgccgccctg 
cctcccgtgc 
ttcggaagcg 
gcctatgaag 
cctgtggatg 
aatgacaagg 
gaagatggct 
agcgacccac 
gtctattcca 
cgtctgcgtg 
ggttatgacc 
tgagtgaccc 
ggtaaggagg 
ttcaaagtca 
tctcacagta 
ttctgcgata 
ctgattttct 
cctgatcttt 
ggcattgact 



ccgccggtgg 
gtcgggagcg 
tagagacgtg 
aaagggcctg 
aggctctacg 
gaattgggat 
ctctgcagaa 
cagctcccag 
tgcagtttgg 
ctgccctgga 
ctcccatgaa 
actgaaccaa 
ggacagtgct 
gttactgcca 
ggaaataata 
gaccagaaaa 
aaaattattg 
catctgtgat 
taaaaaaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1146 



<210> 55 
<211> 2761 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2573955CB1 



<400> 55 

cggctcgagg 

gaagtgggct 

ccctacagct 

ctgtggccac 

cggtcccagg 

gccctggtct 

caccagagcc 

tccctcagaa 

agccagaccc 

cttggggagg 

ccagaagtgc 

cccctgcctt 

agggccctgc 

gctgtcgaac 

gcgatagctg 

gccctagagc 

gtgactctgg 

caaggactag 

ctacagccag 

ctgctcccag 

gcccagcagg 

cgcctgggtg 

atctgcaggc 

tctgaggccc 

tgtgtggaga 

gtggcgctga 

cttcaggaag 



ctgagaccca 
gtgacagatc 
aacaagcggc 
tgc tgctgct 
atgccaggct 
gggcagccac 
agcagcaggc 
ggagcacgga 
agcaggaaga 
cctctctgca 
tggctcaggg 
ggcctgggaa 
tgctggacgc 
ttctggatgt 
ccgggaaccc 

aggggccacg 

atgcaggagg 
ccttcttctc 
agcagcccca 
tcaaggaagg 
gcaaggagta 
atgtggtgcg 
tggaccagac 
tgggccgggc 
gcagcattct 
gggggctgag 
cctctccccg 



gagtcaccca 
aggaaacaga 
agaggcagga 
gctgctgctg 
gtcctggctt 
ctggcagcgg 
cctgaggtgg 
cataagcacc 
cagtggagag 
ggccaccttg 
acgcactgcc 
taccctgggc 
actgaggtcc 
tttcttgggc 
tggagcgcct 
gggactggcc 
ccaggccgag 
tcctgcttat 
tgggctctac 
cacccaggag 
tgagctggtg 
agtggt tggt 
cctgagtgtg 
agtggggcag 
ggattcctct 
gaatctgtca 
ctacaagtcc 



ggggtctccg 
gctcagtgca 
tctgcactca 
c tgccaacat 
gctggcctcc 
cggaggctgg 
tgtctacagg 
ttccggaatc 
cagccactgg 
ctgggtctgg 
cgtgtgacgc 
caggtgggca 
ccagggctga 
ctggagactg 
ctccgtgaac 
cttcggctct 
gctgtggctg 
gctgcctcgg 
cttctgcccc 
gaagctgcct 
c tgacggacc 
gcc tacaatc 
cgaggggaag 
tgggcggggg 
gcgggctctg 
gaggaaaatc 
ctgcggttct 



tcacgtgcca 
gcccactaaa 
ggagc tgctt 
tggccctgct 
agcaccgagt 
agcagagcac 
gagcccagcg 
atctccctct 
ccccgacctc 
cagccctaaa 
ttacatcccc 
cccctggaac 
gggcactgga 
atggtgaaga 
gggcagctga 
ggccaaagct 
ccctcggggc 
gaggggtgct 
ctggggcccc 
ccaccc tcct 
gcgccagcct 
agtgtccagt 
atattggtga 
ccaagctgct 
ctccccacta 
gagacaagct 
ggggcagcgt 



ggagtaggca 
ttgctcaggg 
ggagatgctg 
caggcagcag 
ggcatggggg 
gctccatgtg 
cccccactgt 
gaccaaggcc 
aaaccaggac 
caaggcctac 
ttggccccga 
caaggaccct 
ggctgggacg 
gctagctggg 
gctccgggag 
gcaggtggtg 
cttgtggtgc 
gggcctaaac 
ctttatcgag 
tttggccgag 
caccaggtgc 
cgtcaggttc 
agacctgttc 
ggaccatggc 
cgaggtgttt 
ggaccactgc 
gggccctgcc 
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42/43 



WO 01/19860 



PCT/US00/25435 



agagtccacc 
ccctcctccc 
tgtctgcagg 
gaggccacct 
ctgactctgt 
cccagctgac 
ccgtgtcccc 
tttcctgtat 
cactgggcaa 
ataaggagca 
cataaac tct 
ctcattcatg 
gggcttcctg 
aaaaaaaaaa 

gggggccgct 

aaggtgtccc 
cctggggtta 
agcgaagggg 
gacgcgcc tg 
c 



tggtggggca 
ccttcccccc 
agagggtggt 
cgcccctccc 
gtcacctgac 
cggttctgaa 
atgtcccggc 
cacagcccaa 
gctagaagtg 
ggacctcagc 
cagaggatgc 
tacttcctgc 
ggatggctcc 
aaaaaaaaaa 
ctaggggttc 
ctaatttcat 
cccaatttaa 
cccgcacggt 
taggggggtt 



gggagccttc 
tgcgatgccc 
gtcctgagtc 
tc tgggacct 
atttgcccat 
gtatgggcct 
atgaaggaca 
agaggttctc 
ttggggggtt 
ttcattgtcc 
ccagcaggat 

gggggctctc 

caaataaacc 
aaaaaaaaaa 
caggtttagg 
ttcacgggcg 
tcgctttgag 
tggcctttcc 
ttaagccggc 



cgagcactcc 
cgggtccttc 
aagtcctgcc 
ctccggatgg 
gagagccgct 
ccggggttag 
ctgctagaga 
tggtggccac 
aatgtcccca 
ttgagcagga 
ggagtcccag 
ccttccctct 
tcttgcaccc 
aaaaaaaaaa 
tacgggtgca 
gtggttttaa 
gaaattcccc 
aaaaatttgg 
ggttttggtg 



gggcagccct 
ggcacaggca 
ccaccgccca 
ggagtcctcg 
gggccttaga 
cagatgccag 
gttaccatgc 
agctgtgtgc 
ggagcagcaa 
caattctgaa 
ttgcccgcag 
cttccccact 
agaaaaaaaa 
aaaaaaaaaa 
tgggaggtca 
aaggtcgtga 
ttttggcaag 
gccctctgat 
gttacgccgg 



cgctgcctgc 
cctggcccag 
gctcccccca 
gccagggtct 
gaggccttgg 
cagtgcctgc 
acaccgatgg 
tcagtcagtg 
ccctgagtca 
gtgtattcta 
cagtaaccca 
cccccgcctt 
aaaaaaaaaa 
aaaaaaaagg 
tagctcttct 
ctgggaaaac 
ttggggtaat 
tggcgattgg 
tgacccgtta 



1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2761 



<210> 56 
<211> 1164 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 3404792CB1 



<400> 56 

atcatggcag 

gctttgctgg 

gagattgact 

ccaagtttat 

tatcagaact 

aatcatgaaa 

gtgaatttaa 

atggtggagg 

gagacccgga 

gttgtgtgcc 

cgcttctccg 

cttttgggtg 

tttggacact 

aaaggtgagc 

gagtggcacc 

aaaacccaca 

gagggagcag 

tttgattcgg 

gcctcactga 

agcaatccat 



ggctgggctc 
ccgcagctgc 
ctaaagatgc 
ctcctttctg 
attttggtgg 
aagtttctgg 
acaaaaacct 
agcacttcta 
agatgctctc 
acataacgaa 
aggaagagat 
ataagaagta 
tggcacaggc 
tgatcaacct 
acgatgatga 
ccccgctgct 
aaaacagttt 
atgtggacat 
ccctcttcct 
ccgagctggg 



cgatccctgg 
gtatctgctc 
tattattttg 
tttaaagatg 
aaaactctct 
cacagaattc 
tggccctcat 
ctggacgtta 
tcttagtggt 
aggaattgtg 
ttacatgctg 
catcatgggg 
aatgtggacc 
tgccatgtac 
caataccatc 
ggattttagc 
ttccagaacc 
ggatgactat 
tgggacctgc 
agga 



tggaagaaaa 
cacgaactcc 
catcagtttg 
gaaacttatt 
gctcaaggga 
ataattgact 
gaaagagcca 
gcttattgcc 
ggtggtccct 
aaacgcgaga 
atggagaagg 
cccaagcttt 
ttaccaggga 
tgtgagagga 
tatgagtctg 
ttttactcaa 
ccagacacag 
acagaccacg 
cactccctgg 



ccctttactt 
tggtcattag 
caagacctaa 
taaggatggc 
aaatgccttg 
ttctggaaga 
tctccagagc 
agtgggtgga 
tcagcaacct 
tgcacggcca 
acatgcggtc 
ccactcttga 
caagacccga 
taaggaggaa 
aggagagcag 
ggacagagac 
attttactgg 
aacagtgcaa 
gtcggtccat 



gaccggggga 
gaaacagcaa 
caatggtgtt 
tgacttaccg 
gattgaatat 
gaagcttgga 
ggtgaccaag 
caatctcaat 
gctgaggtgg 
cggcattggc 
tttagcaggg 
cgccactgtc 
acggctgatc 
attttggcca 
cgaaggcagc 
ctttgaagat 
acactcactc 
gtgacgtcca 
tttcccaggt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1164 
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